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Description
FIELD

[0001] The present invention relates to viral vectors comprising a therapeutic cargo portion that can be used to treat
cancer.

BACKGROUND

[0002] Cancer is a significant healthcare issue for the world’s population. As an example, liver cancer in adult men is
the fifth most frequently diagnosed cancer worldwide, and is the second leading cause of cancer-related death in the
world. Numerous therapeutic strategies have been employed in an effort to effectively treat cancer. Traditional therapeutic
approaches have revolved around the use of chemotherapy and radiation therapy.

[0003] Chemotherapy refers to the administration of one or more anti-cancer drugs and/or other agents to a cancer
patient by various methods. Broadly, most chemotherapeutic drugs work by impairing mitosis (cell division), effectively
targeting fast-dividing cells. However, other fast dividing cells such as those responsible for hair growth and for replace-
ment of the intestinal epithelium (lining) are also affected. Because chemotherapy affects cell division, both normal and
cancerous cells are susceptible to the cytotoxic effects of chemotherapeutic agents.

[0004] Radiation therapy refers to exposing a patient to high-energy radiation, including x-rays, gamma rays, and
neutrons. This type of therapy includes without limitation external-beam therapy, internal radiation therapy, implant
radiation, brachytherapy, systemic radiation therapy, and radiotherapy. External beam radiation may include three di-
mensional conformal radiation therapy, intensity modulated radiation therapy, and conformal proton beam radiation
therapy. In practice it is difficult to shield the nearby normal tissue from the cytotoxic effects of the radiation and still
deliver a therapeutic dose. An additional complication of radiation is the induction of radiation resistant cells during the
course of treatment. Thus, even the best radiotherapeutic techniques often result in incomplete tumor reduction and
subsequent recurrence.

[0005] More recently, immunotherapeutic approaches have been employed in an attempt to harness the power of the
host’s immune system to treat cancer. For example, strategies have been employed to target cancer-associated antigens
with host-based T cells that specifically recognize such antigens. For example, a recent approach has focused on the
development and use of chimeric antigen receptor (CAR) T cells (also known as CAR-T cells). Possible side effects
associated with CAR-T cell therapy include chemokine-release syndrome, B cell aplasia, and tumor lysis syndrome.
Despite the development of these approaches, cancer remains a significant healthcare issue.

SUMMARY

[0006] The present invention is set out in the claims. In an aspect of the disclosure, a viral vector comprising a
therapeutic cargo portion is disclosed. The therapeutic cargo portion comprises a first one small RNA sequence that is
capable of binding to at least one pre-determined complementary mMRNA sequence, wherein the at least one comple-
mentary mRNA sequence comprises a FDPS mRNA sequence, and wherein the first small RNA sequence is capable
ofinhibiting expression of FDPS; and a second small RNA sequence that is capable of binding to a second pre-determined
complementary mRNA sequence, wherein the second pre-determined complementary mRNA sequence comprises a
CD47 mRNA sequence or acMyc mRNA sequence, and wherein the second small RNA sequence is capable of inhibiting
expression of CD47 or cMyc. In embodiments, the first small RNA sequence is under the control of a first promoter and
the second small RNA sequence is under the control of a second promoter. In embodiments, the therapeutic cargo
portion may further comprise a third small RNA sequence that is capable of binding to a third pre-determined comple-
mentary mRNA sequence, wherein the third pre-determined complementary mRNA sequence comprises a CD47 mRNA
sequence or a cMyc mRNA sequence, and wherein the third small RNA sequence is capable of inhibiting expression
of CD47 or cMyc. In embodiments, the at least one small RNA sequence is under the control of a first promoter, the
second small RNA sequence is under the control of a second promoter, and the third small RNA sequence is under the
control of a third promoter. In embodiments, the small RNA sequences are under the control of a single promoter. In
embodiments, the small RNA sequence is a microRNA (miRNA) or a short hairpin RNA (shRNA).

[0007] In another aspect, the small RNA sequence comprises a sequence having at least 80%, or at least 85%, or at
least 90%, or at least 95% percent identity with a FDPS small RNA sequence comprising

GTCCTGGAGTACAATGCCATTCTCGAGAATGGCATTGTACTCCAGGACTTTTT (SEQ ID NO: 1);
GCAGGATTTCGTTCAGCACTTCTCGAGAAGTGCTGAACGAAATCCTGCTTTTT (SEQ ID NO: 2);
GCCATGTACATGGCAGGAATTCTCGAGAATTCCTGCCATGTACATGGCTTTTT (SEQ ID NO: 3); or
GCAGAAGGAGGCTGAGAAAGTCTCGAGACTTTCTCAGCCTCCTTCTGCTTTTT (SEQ ID NO: 4). In embodi-
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ments, the small RNA sequence is selected from SEQ ID NOs: 1, 2, 3, or 4.

[0008] In another aspect, the second small RNA sequence comprises a sequence having at least 80%, or at least
85%, or at least 90%, or at least 95% percent identity with a CD47 small RNA sequence comprising

GGTGAAACGATCATCGAGCCTCGAGGCTCGATGATCGTTTCACCTTTTT (SEQ ID NO: 5);
GCTACTGGCCTTGGTTTAACTCGAGTTAAACCAAGGCCAGTAGCTTTTT (SEQ ID NO: 6);
CCTCCTTCGTCATTGCCATCTCGAGATGGCAATGACGAAGGAGGTTTTT (SEQ ID NO: 7);
GCATGGCCCTCTTCTGATTCTCGAGAATCAGAAGAGGGCCATGCTTTTT (SEQ ID NO: 8); or
GGTGAAACGATCATCGAGCTACTCGAGTAGCTCGATGATCGTTTCACCTTTTT (SEQ ID NO: 9)

or a cMyc small RNA sequence comprising
GCTTCACCAACAGGAACTATGCTCGAGCATAGTTCCTGTTGGTGAAGCTTTT (SEQ ID NO: 10);
GCGAACACACAACGTCTTGGACTCGAGTCCAAGACGTTGTGTGTTCGCTTTT (SEQ ID NO: 11);
GACATGGTGAACCAGAGTTTCCTCGAGGAAACTCTGGTTCACCATGTCTTTTT (SEQ ID NO: 12);
GAGAATGTCAAGAGGCGAACACTCGAGTGTTCGCCTCTTGACATTCTCTTTTT (SEQ ID NO: 13); or
GCTCATTTCTGAAGAGGACTTCTCGAGAAGTCCTCTTCAGAAATGAGCTTTTT (SEQ ID NO: 14). In embodi-
ments, the second small RNA sequence is selected from SEQ ID NOs: 5, 6, 7, 8, 9, 10, 11, 12, 13, or 14.

[0009] In another aspect, the third small RNA sequence comprises a sequence having at least 80%, or at least 85%,
or at least 90%, or at least 95% percent identity with a CD47 small RNA sequence comprising SEQ ID NOs: 5, 6, 7, 8,
or 9 or a cMyc small RNA sequence comprising SEQ ID NOs: 10, 11, 12, 13, or 14. In embodiments, the third small
RNA sequence is selected from SEQ ID NOs: 5, 6, 7, 8, 9, 10, 11, 12, 13, or 14.

[0010] In another aspect, the viral vector is a lentiviral vector. In another aspect, a lentiviral particle capable of infecting
a target cell is disclosed. The lentiviral particle includes an envelope protein optimized for infecting the target cell, and
the viral vector as described herein. In embodiments, the target cell is a tumor cell.

[0011] In another aspect, a composition is disclosed comprising the lentiviral particle as described herein, and an
aminobisphosphonate drug. In embodiments, the aminobisphosphonate drug is zoledronic acid.

[0012] In another aspect, the composition as detailed herein for use in a method of treating cancer in a subject is
dislosed. The method can comprise administering to the subject a therapeutically effective amount of the composition
as detailed herein.

[0013] We also describe a method of preventing cancer in a subject. The described method comprises administering
to the subject a therapeutically effective amount of the lentiviral particle as detailed herein, and a therapeutically effective
amount of an aminobisphosphonate drug. In the described method, the foregoing steps are carried out simultaneously.
In the described method, a defined period of time elapses between the foregoing steps. In the described method, the
aminobisphosphonate drug is zoledronic acid. In the described method, the therapeutically effective amount of the
lentiviral particle comprises a plurality of single doses of the lentiviral particle. In the described method, the therapeutically
effective amount of the aminobisphosphonate drug comprises a single dose of the aminobisphosphonate drug.

[0014] Other aspects and advantages of the inventions described herein will become apparent from the following
detailed description, taken in conjunction with the accompanying drawings, which illustrate by way of example the aspects
of the inventions.

BRIEF DESCRIPTION OF THE DRAWINGS
[0015]

Figure 1 depicts an exemplary 3-vector lentiviral system in a circularized form.

Figure 2 depicts an exemplary 4-vector lentiviral system in a circularized form.

Figure 3 depicts: (A) a linear map of a lentiviral vector encoding a FDPS shRNA targeting sequence; (B) a linear
map of a lentiviral vector encoding a synthetic microRNA (miRNA) with a FDPS targeting sequence; and (C) a linear
map of a lentiviral combination vector that encodes a synthetic microRNA (miRNA) with target sequences directed
to cMyc, FDPS, and CD47 expression.

Figure 4 depicts: (A) relative expression levels of human FDPS mRNA in response to various shRNA constructs,
as described herein; and (B) that lentiviral-delivered miR-based RNA interference inhibits FDPS expression.
Figure 5 depicts cytokine expression levels in human peripheral blood gamma delta T cells after exposure to (A)
THP1 or (B) HepG2 cells that have been transduced with lentivirus to suppress FDPS.

Figure 6 depicts percent specific lysis of THP-1 tumor cell line that was modified by lentiviral transduction to suppress
FDPS then mixed with normal human gamma delta T cells under a variety of experimental conditions as described
herein.
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Figure 7 depicts: (A) relative expression levels of human CD47 mRNA in response to various shRNA constructs,
as described herein; (B) that lentiviral-delivered miR-based RNA interference inhibits CD47 expression.

Figure 8 depicts: (A) the relative expression levels of human cMyc in response to various shRNA constructs, as
described herein and (B) that lentiviral-delivered miR-based RNA interference inhibits cMyc expression.

Figure 9 depicts a linear map of a lentiviral vector encoding a FDPS shRNA targeting sequence as used in Example
6 herein.

Figure 10 depicts the effect of zoledronic acid treatment of NOD/SCID mice implanted with PC3 cells transduced
with LV-shFDPS or control LV as described herein. (A) depicts photographic data at day 8; (B) depicts photon
intensity data at day 8; (C) depicts photographic data at day 22; and (D) depicts photon intensity data at day 22.

DETAILED DESCRIPTION

Overview of the Disclosure

[0016] The present disclosure relates to therapeutic vectors and delivery of the same to cells. The therapeutic vectors
target more than one mRNA target. The therapeutic vectors are provided with small RNAs, including short homology
RNAs (shRNAs) or microRNAs (miRNAs) that target FDPS, thereby reducing expression levels of this enzyme. The
therapeutic vectors include lentiviral vectors. The present disclosure demonstrates that targeting FDPS, in conjunction
with treatment with an aminobisphosphonate drug, can effectively treat cancer.

Definitions and Interpretation

[0017] Unless otherwise defined herein, scientific and technical terms used in connection with the present disclosure
shall have the meanings that are commonly understood by those of ordinary skill in the art. Further, unless otherwise
required by context, singular terms shall include pluralities and plural terms shall include the singular. Generally, no-
menclature used in connection with, and techniques of, cell and tissue culture, molecular biology, immunology, micro-
biology, genetics and protein and nucleic acid chemistry and hybridization described herein are those well-known and
commonly used in the art. The methods and techniques of the present disclosure are generally performed according to
conventional methods well-known in the art and as described in various general and more specific references that are
cited and discussed throughout the present specification unless otherwise indicated. See, e.g.: Sambrook J. & Russell
D. Molecular Cloning: A Laboratory Manual, 3rd ed., Cold Spring Harbor Laboratory Press, Cold Spring Harbor, N.Y.
(2000); Ausubel et al., Short Protocols in Molecular Biology: A Compendium of Methods from Current Protocols in
Molecular Biology, Wiley, John & Sons, Inc. (2002); Harlow and Lane Using Antibodies: A Laboratory Manual; Cold
Spring Harbor Laboratory Press, Cold Spring Harbor, N.Y. (1998); and Coligan et al., Short Protocols in Protein Science,
Wiley, John & Sons, Inc. (2003). Any enzymatic reactions or purification techniques are performed according to manu-
facturer’s specifications, as commonly accomplished in the art or as described herein. The nomenclature used in con-
nection with, and the laboratory procedures and techniques of, analytical chemistry, synthetic organic chemistry, and
medicinal and pharmaceutical chemistry described herein are those well-known and commonly used in the art.

[0018] Asused inthe description and the appended claims, the singular forms "a", "an" and "the" are used interchange-
ably and intended to include the plural forms as well and fall within each meaning, unless the context clearly indicates
otherwise. Also, as used herein, "and/or" refers to and encompasses any and all possible combinations of one or more
of the listed items, as well as the lack of combinations when interpreted in the alternative ("or").

[0019] All numerical designations, e.g., pH, temperature, time, concentration, and molecular weight, including ranges,
are approximations which are varied (+) or (-) by increments of 0.1. It is to be understood, although not always explicitly
stated that all numerical designations are preceded by the term "about". The term "about" also includes the exact value
"X" in addition to minor increments of "X" such as "X + 0.1" or "X - 0.1." It also is to be understood, although not always
explicitly stated, that the reagents described herein are merely exemplary and that equivalents of such are knownin the art.
[0020] As used herein, the term "about" will be understood by persons of ordinary skill in the art and will vary to some
extent depending upon the context in which it is used. If there are uses of the term which are not clear to persons of
ordinary skill in the art given the context in which itis used, "about" will mean up to plus or minus 10% of the particular term.
[0021] The terms "administration of" or "administering" an active agent should be understood to mean providing an
active agent to the subject in need of treatment in a form that can be introduced into that individual’s body in a thera-
peutically useful form and therapeutically effective amount.

[0022] As used herein, the term "combination vector" means a therapeutic vector that targets more than one mRNA.
For example, a therapeutic vector that contains two shRNAs or two miRNAs directed towards two different mMRNAs can
be referred to as a "combination vector."

[0023] As used herein, the term "comprising" is intended to mean that the compositions and methods include the
recited elements, but not excluding others. "Consisting essentially of* when used to define compositions and methods,
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shall mean excluding other elements of any essential significance to the composition or method. "Consisting of" shall
mean excluding more than trace elements of other ingredients for claimed compositions and substantial method steps.
Embodiments defined by each of these transition terms are within the scope of this disclosure. Accordingly, itis intended
that the methods and compositions can include additional steps and components (comprising) or alternatively including
steps and compositions of no significance (consisting essentially of) or alternatively, intending only the stated method
steps or compositions (consisting of).

[0024] As used herein, "expression," "expressed," or "encodes" refers to the process by which polynucleotides are
transcribed into mRNA and/or the process by which the transcribed mRNA is subsequently being translated into peptides,
polypeptides, or proteins. Expression may include splicing of the mRNA in a eukaryotic cell or other forms of post-
transcriptional modification or post-translational modification.

[0025] The term "farnesyl diphosphate synthase" may also be referred to herein as FDPS, and may also be referred
to herein as farnesyl pyrophosphate synthase or FPPS.

[0026] The term "gamma delta T cell" may also be referred to herein as a y5 T cell, or furtheras a GD T cell. The term
"gamma delta T cell activation" refers to any measurable biological phenomenon associated with a gamma delta T cell
that is representative of such T cell being activated. Non-limiting examples of such a biological phenomenon include an
increase of cytokine production, changes in the qualitative or quantitative composition of cell surface proteins, anincrease
in T cell proliferation, and/or an increase in T cell effector function, such killing or a target cell or assisting another effector
cell to kill a target cell. A target cell may be a cancer cell.

[0027] The terms "individual," "subject," and "patient" are used interchangeably herein, and refer to any individual
mammal subject, e.g., bovine, canine, feline, equine, or human.

[0028] The term "LV" refers generally to "lentivirus." As an example, reference to "LV-shFDPS" is reference to a
lentivirus that expresses an shRNA that targets FDPS.

[0029] The term "miRNA" refers to a microRNA, and also may be referred to herein as "miR" .

[0030] The term "packaging cell line" refers to any cell line that can be used to express a lentiviral particle.

[0031] The term "percent identity," in the context of two or more nucleic acid or polypeptide sequences, refer to two
or more sequences or subsequences that have a specified percentage of nucleotides or amino acid residues that are
the same, when compared and aligned for maximum correspondence, as measured using one of the sequence com-
parison algorithms described below (e.g., BLASTP and BLASTN or other algorithms available to persons of skill) or by
visual inspection. Depending on the application, the "percent identity" can exist over a region of the sequence being
compared, e.g., over a functional domain, or, alternatively, exist over the full length of the two sequences to be compared.
For sequence comparison, typically one sequence acts as a reference sequence to which test sequences are compared.
When using a sequence comparison algorithm, test and reference sequences are input into a computer, subsequence
coordinates are designated, if necessary, and sequence algorithm program parameters are designated. The sequence
comparison algorithm then calculates the percent sequence identity for the test sequence(s) relative to the reference
sequence, based on the designated program parameters.

[0032] Optimal alignment of sequences for comparison can be conducted, e.g., by the local homology algorithm of
Smith & Waterman, Adv. Appl. Math. 2:482 (1981), by the homology alignment algorithm of Needleman & Wunsch, J.
Mol. Biol. 48:443 (1970), by the search for similarity method of Pearson & Lipman, Proc. Nat’l. Acad. Sci. USA 85:2444
(1988), by computerized implementations of these algorithms (GAP, BESTFIT, FASTA, and TFASTA in the Wisconsin
Genetics Software Package, Genetics Computer Group, 575 Science Dr., Madison, Wis.), or by visual inspection (see
generally Ausubel et al., infra).

[0033] One example of an algorithm that is suitable for determining percent sequence identity and sequence similarity
is the BLAST algorithm, which is described in Altschul et al., J. Mol. Biol. 215:403-410 (1990). Software for performing
BLAST analyses is publicly available through the National Center for Biotechnology Information website.

[0034] The percentidentity between two nucleotide sequences can be determined using the GAP program in the GCG
software package (available at http://www.gcg.com), using a NWSgapdna.CMP matrix and a gap weight of 40, 50, 60,
70, or 80 and a length weight of 1, 2, 3, 4, 5, or 6. The percent identity between two nucleotide or amino acid sequences
can also be determined using the algorithm of E. Meyers and W. Miller (CABIOS, 4:11-17 (1989)) which has been
incorporated into the ALIGN program (version 2.0), using a PAM120 weight residue table, a gap length penalty of 12
and a gap penalty of 4. In addition, the percent identity between two amino acid sequences can be determined using
the Needleman and Wunsch (J. Mol. Biol. (48):444-453 (1970)) algorithm which has been incorporated into the GAP
program in the GCG software package (available at http://www.gcg.com), using either a Blossum 62 matrix ora PAM250
matrix, and a gap weight of 16, 14, 12, 10, 8, 6, or 4 and a length weight of 1, 2, 3, 4, 5, or 6.

[0035] The nucleic acid and protein sequences of the present disclosure can further be used as a "query sequence"
to perform a search against public databases to, for example, identify related sequences. Such searches can be performed
using the NBLAST and XBLAST programs (version 2.0) of Altschul, et al. (1990) J. Mol. Biol. 215:403-10. BLAST
nucleotide searches can be performed with the NBLAST program, score = 100, word length = 12 to obtain nucleotide
sequences homologous to the nucleic acid molecules provided in the disclosure. BLAST protein searches can be per-
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formed with the XBLAST program, score = 50, word length = 3 to obtain amino acid sequences homologous to the
protein molecules of the disclosure. To obtain gapped alignments for comparison purposes, Gapped BLAST can be
utilized as described in Altschul et al., (1997) Nucleic Acids Res. 25(17):3389-3402. When utilizing BLAST and Gapped
BLAST programs, the default parameters of the respective programs (e.g., XBLAST and NBLAST) can be used. See
http://www.ncbi.nim.nih.gov.

[0036] As used herein, "pharmaceutically acceptable" refers to those compounds, materials, compositions, and/or
dosage forms which are, within the scope of sound medical judgment, suitable for use in contact with the tissues, organs,
and/or bodily fluids of human beings and animals without excessive toxicity, irritation, allergic response, or other problems
or complications commensurate with a reasonable benefit/risk ratio.

[0037] Asused herein, a "pharmaceutically acceptable carrier" refers to, and includes, any and all solvents, dispersion
media, coatings, antibacterial and antifungal agents, isotonic and absorption delaying agents, and the like that are
physiologically compatible. The compositions can include a pharmaceutically acceptable salt, e.g., an acid addition salt
or a base addition salt (see, e.g., Berge et al. (1977) J Pharm Sci 66:1-19).

[0038] As used herein, the term "SEQ ID NO" is synonymous with the term "Sequence ID No."

[0039] As used herein, "small RNA" refers to non-coding RNA that are generally about 200 nucleotides or less in
length and possess a silencing or interference function. In other embodiments, the small RNA is about 175 nucleotides
orless, about 150 nucleotides orless, about 125 nucleotides orless, about 100 nucleotides or less, or about 75 nucleotides
orless inlength. Such RNAs include microRNA (miRNA), small interfering RNA (siRNA), double stranded RNA (dsRNA),
and short hairpin RNA (shRNA). "Small RNA" of the disclosure should be capable of inhibiting or knocking-down gene
expression of a target gene, generally through pathways that result in the destruction of the target gene mRNA.
[0040] The term "therapeutically effective amount” refers to a sufficient quantity of the active agents of the present
disclosure, in a suitable composition, and in a suitable dosage form to treat or prevent the symptoms, progression, or
onset ofthe complications seen in patients suffering from a given ailment, injury, disease, or condition. The therapeutically
effective amount will vary depending on the state of the patient’s condition or its severity, and the age, weight, efc., of
the subject to be treated. A therapeutically effective amount can vary, depending on any of a number of factors, including,
e.g., the route of administration, the condition of the subject, as well as other factors understood by those in the art.
[0041] As used herein, the term "therapeutic vector" includes, without limitation, reference to a lentiviral vector or an
adeno-associated viral (AAV) vector. Additionally, as used herein with reference to the lentiviral vector system, the term
"vector" is synonymous with the term "plasmid." For example, the 3-vector and 4-vector systems, which include the 2-
vector and 3-vector packaging systems, can also be referred to as 3-plasmid and 4-plasmid systems.

[0042] "Atreatment"is intended to target the disease state and combat it, i.e., ameliorate or prevent the disease state.
The particular treatment thus will depend on the disease state to be targeted and the current or future state of medicinal
therapies and therapeutic approaches. A treatment may have associated toxicities.

[0043] The term "treatment" or "treating" generally refers to an intervention in an attempt to alter the natural course
of the subject being treated, and can be performed either for prophylaxis or during the course of clinical pathology.
Desirable effects include, but are not limited to, preventing occurrence or recurrence of disease, alleviating symptoms,
suppressing, diminishing or inhibiting any direct or indirect pathological consequences of the disease, ameliorating or
palliating the disease state, and causing remission or improved prognosis.

Description of Aspects and Embodiments of the Disclosure

[0044] Inan aspectof the disclosure, a viral vector comprising a therapeutic cargo portion is disclosed. The therapeutic
cargo portion comprises a first small RNA sequence that is capable of binding to at least one pre-determined comple-
mentary mRNA sequence, wherein the at least one complementary mRNA sequence comprises a FDPS mRNA se-
quence, and wherein the first small RNA sequence is capable of inhibiting expression of FDPS; and a second small
RNA sequence that is capable of binding to a second pre-determined complementary mRNA sequence, wherein the
second pre-determined complementary mRNA sequence comprises a CD47 mRNA sequence or a cMyc mRNA se-
quence, and wherein the second small RNA sequence is capable of inhibiting expression of CD47 or cMyc. In embod-
iments, the therapeutic cargo portion may further comprise a third small RNA sequence that is capable of binding to a
third pre-determined complementary mRNA sequence, wherein the third pre-determined complementary mRNA se-
quence comprises a CD47 mRNA sequence or a cMyc mRNA sequence, wherein the third small RNA sequence is
capable of inhibiting expression of CD47 or cMyc. The small RNA sequence may be a microRNA (miRNA) or a short
hairpin RNA (shRNA).

[0045] In another aspect, the small RNA sequence comprises a sequence having at least 80%, or at least 81%, or at
least 82%, or at least 83%, or at least 84%, or at least 85%, or at least 86%, or at least 87%, or at least 88%, or at least
89%, or at least 90%, or at least 91%, or at least 92%, or at least 93%, or at least 94%, or at least 95% or greater percent
identity with a FDPS small RNA sequence comprising SEQ ID NOs: 1, 2, 3, or 4. In embodiments, the small RNA
sequence is selected from SEQ ID NOs: 1, 2, 3, or 4.
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[0046] In another aspect, the second small RNA sequence comprises a sequence having at least 80%, or at least
81%, or at least 82%, or at least 83%, or at least 84%, or at least 85%, or at least 86%, or at least 87%, or at least 88%,
or at least 89%, or at least 90%, or at least 91%, or at least 92%, or at least 93%, or at least 94%, or at least 95% or
greater identity with a CD47 small RNA sequence comprising SEQ ID NOs: 5, 6, 7, 8 or 9 or a cMyc small RNA sequence
comprising SEQ ID NOs: 10, 11, 12, 13, or 14. In embodiments, the second small RNA sequence is selected from SEQ
ID NOs: 5,6,7,8,9, 10, 11, 12, 13, or 14.

[0047] In another aspect, the third small RNA sequence comprises a sequence having at least 80%, or at least 81%,
or at least 82%, or at least 83%, or at least 84%, or at least 85%, or at least 86%, or at least 87%, or at least 88%, or at
least 89%, or at least 90%, or at least 91%, or at least 92%, or at least 93%, or at least 94%, or at least 95% or greater
identity with a CD47 small RNA sequence comprising SEQ ID NOs: 5, 6, 7, 8 or 9 or a cMyc small RNA sequence
comprising SEQ ID NOs: 10, 11, 12, 13, or 14. In embodiments, the third small RNA sequence is selected from SEQ
ID NOs: 5,6,7,8,9, 10, 11, 12, 13, or 14.

[0048] In another aspect, the small RNA sequences referred to herein can comprise a sequence having at least 80%,
or at least 81%, or at least 82%, or at least 83%, or at least 84%, or at least 85%, or at least 86%, or at least 87%, or at
least 88%, or at least 89%, or at least 90%, or at least 91%, or at least 92%, or at least 93%, or at least 94%, or at least
95% or greater identity with any of the miRNA sequences detailed herein, including: miR30 FDPS sequence #1 (SEQ
ID NO: 53), miR30 FDPS sequence #2 (SEQ ID NO: 54). miR30 FDPS sequence #3 (SEQ ID NO: 55), miR155 FDPS
sequence #1 (SEQ ID NO: 56), miR21 FDPS sequence #1 (SEQ ID NO: 57), miR185 FDPS sequence #1 (SEQ ID NO:
58), miR155 CD47 sequence #1 (SEQ ID NO: 82; miR155 CDA47 target sequence #2 (SEQ ID NO: 66), miR155 CD47
target sequence #3 (SEQ ID NO: 67), miR155 CDA47 target sequence #4 (SEQ ID NO: 68), miR21 cMyc sequence (SEQ
ID NO: 83); or miR155 cMyc sequence (SEQ ID NO: 70).

[0049] In embodiments, the small RNA sequences can comprise any of the miRNA sequences detailed herein, in-
cluding: miR30 FDPS sequence #1 (SEQ ID NO: 53), miR30 FDPS sequence #2 (SEQ ID NO: 54). miR30 FDPS
sequence #3 (SEQ ID NO: 55), miR155 FDPS sequence #1 (SEQ ID NO: 56), miR21 FDPS sequence #1 (SEQ ID NO:
57), miR185 FDPS sequence #1 (SEQ ID NO: 58), miR155 CD47 sequence #1 (SEQ ID NO: 82; miR155 CD47 target
sequence #2 (SEQ ID NO: 66), miR155 CD47 target sequence #3 (SEQ ID NO: 67), miR155 CD47 target sequence #4
(SEQ ID NO: 68), miR21 cMyc sequence (SEQ ID NO: 83); or miR155 cMyc sequence (SEQ ID NO: 70).

[0050] In another aspect, the viral vector is a lentiviral vector. In another aspect of the disclosure a lentiviral particle
capable of infecting a target cell is disclosed. The lentiviral particle includes an envelope protein optimized for infecting
the target cell; and the viral vector as described herein. In embodiments, the target cell is a tumor cell.

[0051] In another aspect, a composition is disclosed comprising the lentiviral particle as described herein, and an
aminobisphosphonate drug. In embodiments, the aminobisphosphonate drug is zoledronic acid.

[0052] In another aspect of the disclosure, the composition as detailed herein for use in a method of treating cancer
in a subject is dislosed. The method can comprise administering to the subject a therapeutically effective amount of the
composition as detailed herein.

[0053] We also describe a method of treating cancer in a subject. The described method comprises administering to
the subject a therapeutically effective amount of the lentiviral particle as detailed herein; and a therapeutically effective
amount of an aminobisphosphonate drug. In the described method, the foregoing steps are carried out simultaneously.
In the described method, a defined period of time elapses between the foregoing steps. In the described method, the
aminobisphosphonate drug is zoledronic acid. In the described method, the therapeutically effective amount of the
lentiviral particle comprises a plurality of single doses of the lentiviral particle. In the described method, the therapeutically
effective amount of the aminobisphosphonate drugs comprises a single dose of the aminobisphosphonate drug.
[0054] We alsodescribe the development of multi-gene-targeting vectors for treatment of cancer, and, as a non-limiting
example, for the treatment of hepatocellular carcinoma ("HCC"). These vectors address three concerns in respect of
HCC therapy. Firstly, the therapeutic vectors may include inhibitory RNA constructs for reducing the expression of cMyc
oncogene protein. The cMyc oncogene protein is responsible for tumorigenesis, tumor growth and immune evasion.
The therapeutic vector may include more than just one inhibitory RNA construct for reducing cMyc expression. For
example, combination vectors are specifically contemplated when cMyc is a target of the vector. Secondly, vectors have
been developed (e.g., through inhibitory RNA constructs) to reduce the expression of farnesyl diphosphate synthase
("FDPS"). By reducing the levels of FDPS, tumor cells are modified, for example, to become stimulatory for gamma delta
T cells. These gamma delta T cells are capable of cytotoxic killing of tumor cells. Thirdly, the vectors have been developed
to reduce the expression (e.g., through inhibitory RNA constructs) of at least one other gene product. The at least one
other gene product can be an immune checkpoint regulator. Examples of immune checkpoint regulators include, but
are not limited to programmed death-ligand 1 (PD-L1), galactosidase-binding soluble lectin 9 (LGALS9A), tumor necrosis
factor receptor super family, member 14 (HVEM), V-set domain containing T cell activation inhibitor 1 (B7-H4), CD276
molecule (B7-H3), CD80 molecule (CD28LG1), and CD86 molecule (CD28LG2). Inembodiments, theimmune checkpoint
regulator is PD-L1. By reducing expression cMyc, levels of PD-L1 are consequently decreased because cMyc is a
positive regulator for expression of PD-L1 and other immune evasion genes including CD47, which are expressed in
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tumor cells. By decreasing the levels of CD47, tumor cell phagocytosis is increased leading to improved T cell responses
through cross-presentation of tumor antigens on antigen-presenting cells. By decreasing PD-L1 and potentially other
immune checkpoint inhibitory molecules, the efficiency of immune stimulation of T cells, including stimulation of gamma
delta T cells, can be improved. While cMyc regulates PD-L1 levels, PD-L1 or other immune checkpoint regulators can
be targeted directly using the therapeutic vectors described herein by generating shRNAs or miRNAs that are specifically
directed to PD-L1 or the other selected immune checkpoint regulators.

[0055] The atleast one other gene product can be a gene product that influences phagocytosis. For example, the at
least one other gene product that influences phagocytosis can be CD47. By reducing the expression of CD47 the block
to macrophage phagocytosis of tumor cells is removed. These two mechanisms combine to increase the efficiency and
activity of acquired or innate immunity needed to treat or eliminate HCC.

[0056] The combination vectors disclosed herein are optimized such that the correct promoter has been selected to
best match RNA processing system requirements. Additionally, the therapeutic cargo portion has been designed such
that the miRNA or miRNAs are in a cluster so that processing of the first miRNA facilitates processing of the second
miRNA and so on. The order of the miRNAs may be important to improve processing fidelity and associated rates so
as to ensure that processing is not so rapid that genomic RNA for packaging into lentivirus particles is processed thus
decreasing the efficiency of lentivirus manufacturing. Additionally, the combination vectors can be designed such that
the therapeutic cargo portion includes multiple shRNAs under the control of discrete promoters.

Cancer

[0057] The compositions provided herein are used to treat cancer. A cell, tissue, or target may be a cancer cell, a
cancerous tissue, harbor cancerous tissue, or be a subject or patient diagnosed or at risk of developing a disease or
condition. In certain aspects, a cell may be an epithelial, an endothelial, a mesothelial, a glial, a stromal, or a mucosal
cell. The cancer cell population can include, but is not limited to a brain, a neuronal, a blood, an endometrial, a meninges,
an esophageal, a lung, a cardiovascular, a liver, a lymphoid, a breast, a bone, a connective tissue, a fat, a retinal, a
thyroid, a glandular, an adrenal, a pancreatic, a stomach, an intestinal, a kidney, a bladder, a colon, a prostate, a uterine,
an ovarian, a cervical, a testicular, a splenic, a skin, a smooth muscle, a cardiac muscle, or a striated muscle cell. In still
afurtheraspect cancerincludes, butis notlimited to astrocytoma, acute myeloid leukemia, anaplastic large cell lymphoma,
acute lymphoblastic leukemia, angiosarcoma, B-cell lymphoma, Burkitt's lymphoma, breast carcinoma, bladder carci-
noma, carcinoma of the head and neck, cervical carcinoma, chronic lymphoblastic leukemia, chronic myeloid leukemia,
colorectal carcinoma, endometrial carcinoma, esophageal squamous cell carcinoma, Ewing’s sarcoma, fibrosarcoma,
glioma, glioblastoma, gastrinoma, gastric carcinoma, hepatoblastoma, hepatocellular carcinoma, Kaposi’'s sarcoma,
Hodgkin lymphoma, laryngeal squamous cell carcinoma, larynx carcinoma, leukemia, leiomyosarcoma, lipoma, liposa-
rcoma, melanoma, mantle cell ymphoma, medulloblastoma, mesothelioma, myxofibrosarcoma, myeloid leukemia, mu-
cosa-associated lymphoid tissue B cell lymphoma, multiple myeloma, high-risk myelodysplastic syndrome, nasopha-
ryngeal carcinoma, neuroblastoma, neurofibroma, high-grade non-Hodgkin lymphoma, non- Hodgkin lymphoma, lung
carcinoma, non-small cell lung carcinoma, ovarian carcinoma, oesophageal carcinoma, osteosarcoma, pancreatic car-
cinoma, pheochromocytoma, prostate carcinoma, renal cell carcinoma, retinoblastoma, rhabdomyosarcoma, salivary
gland tumor, Schwanomma, small cell lung cancer, squamous cell carcinoma of the head and neck, testicular tumor,
thyroid carcinoma, urothelial carcinoma, and Wilm'’s tumor.

[0058] The compositions provided herein are also used to treat NSCLC (non-small cell lung cancer), pediatric malig-
nancies, cervical and other tumors caused or promoted by human papilloma virus (HPV), melanoma, Barrett's esophagus
(pre-malignant syndrome), adrenal and skin cancers and auto immune, neoplastic cutaneous diseases.

Therapeutic Vectors

[0059] The therapeutic vectors can be delivered via known transfection and/or transduction vectors, including but not
limited to lentiviral vectors, adeno-associated virus, poxvirus, herpesvirus vectors, protein and/or lipid complexes, lipo-
somes, micelles, and the like.

[0060] Viral vectors can be preferentially targeted to cell types that are useful for the disclosed methods (i.e., tumor
cells or myeloid cells). Viral vectors can be used to transduce genes into target cells owing to specific virus envelope-
host cell receptor interactions and viral mechanisms for gene expression. As a result, viral vectors have been used as
vehicles for the transfer of genes into many different cell types including whole embryos, fertilized eggs, isolated tissue
samples, tissue targets in situ, and cultured cell lines. The ability to introduce and express foreign genes in a cell is
useful for the study of gene expression, and the elucidation of cell lineages as well as providing the potential for therapeutic
interventions such as gene therapy, somatic cell reprogramming of induced pluripotent stem cells, and various types of
immunotherapy. Viral components from viruses like Papovaviridae (e.g. bovine papillomavirus or BPV) or Herpesviridae
(e.g. Epstein Barr Virus or EBV) or Hepadnaviridae (e.g. Hepatitis B Virus or HBV) or pox vectors including vaccinia
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may be used in the disclosed vectors.

[0061] Lentiviral vectors are a preferred type of vector for the disclosed compositions and methods, although the
disclosure is not specifically limited to lentiviral vectors. Lentivirus is a genus of viruses that can deliver a significant
amount of viral nucleic acid into a host cell. Lentiviruses are characterized as having a unique ability to infect/transduce
non-dividing cells, and following transduction, lentiviruses integrate their nucleic acid into the host cell's chromosomes.
[0062] Infectious lentiviruses have three main genes coding for the virulence proteins gag, pol, and env, and two
regulatory genes including tat and rev. Depending on the specific serotype and virus, there may be additional accessory
genes that code for proteins involved in regulation, synthesis, and/or processing viral nucleic acids and other replicative
functions.

[0063] Moreover, lentiviruses contain long terminal repeat (LTR) regions, which may be approximately 600 nt long.
LTRs may be segmented into U3, R, and U5 regions. LTRs can mediate integration of retroviral DNA into the host
chromosome via the action of integrase. Alternatively, without functioning integrase, the LTRs may be used to circularize
the viral nucleic acid.

[0064] Viral proteins involved in early stages of lentivirus replication include reverse transcriptase and integrase.
Reverse transcriptase is the virally encoded, RNA-dependent DNA polymerase. The enzyme uses a viral RNA genome
as a template for the synthesis of a complementary DNA copy. Reverse transcriptase also has RNaseH activity for
destruction of the RNA-template. Integrase binds both the viral cDNA generated by reverse transcriptase and the host
DNA. Integrase processes the LTR before inserting the viral genome into the host DNA. Tat acts as a trans-activator
during transcription to enhance initiation and elongation. The rev responsive element acts post-transcriptionally, regu-
lating mRNA splicing and transport to the cytoplasm.

[0065] Viral vectors, in general, comprise glycoproteins and the various glycoproteins may provide specific affinities.
For instance, VSVG peptides can increase transfection into myeloid cells. Alternatively, viral vectors can also have
targeting moieties, such as antibodies, attached to their shell peptides. Targeting antibodies can be specific for antigens
that are overexpressed on a tumor, for instance, like HER-2, PSA, CEA, M2-PK, and CA19-9. Other viral vector specif-
icities are also known in the art and can be used to target particular populations of cells. For example, poxvirus vectors
target to macrophages and dendritic cells.

[0066] With respect to the therapeutic vectors detailed herein, in aspects of the present disclosure, a miRNA or shRNA
is under the control of a single promoter. In embodiments, when multiple miRNAs are present in the same therapeutic
vector, the miRNAs are under the control of a single promoter, for example a Pol Il promoter. In embodiments, the Pol
Il promoter is EF1-alpha or a CMV promoter.

[0067] In embodiments, when multiple shRNAs are present in the same therapeutic vector, the shRNAs are under the
control of multiple promoters. For example, a first shRNA is under the control of a first promoter, a second shRNA is
under the control of a second promoter, a third shRNA is under the control of a third promoter, and so on. In non-limiting
embodiments, the promoters can be selected from HI (SEQ ID NO: 15), U6 (SEQ ID NO: 16), or 7SK (SEQ ID NO: 17).
[0068] The vector of the present invention is defined in the claims. As depicted in Figure 3C, a non-limiting example
of a therapeutic vector includes a therapeutic cargo of three miRNA targeting cMyc, FDPS, and CD47 mRNA. As shown
in Table 1 herein, alternate combinations of one to three miRNA sequences can be used in the final form of the therapeutic
vector such that the therapeutic vector is a combination vector. While combinations of one to three miRNA sequences
can be used in the final therapeutic vector, it is specifically contemplated that up to four, up to five, or up to six, or up to
seven, or up to eight or more miRNA sequences could be used in the final therapeutic vector. Further the miRNA
sequences may be sequential or randomly arranged (i.e., the first mMiRNA need not precede the second miRNA etc.). In
addition to the combinations selected, all possible orders of miRNA from 5’ to 3’ end of the sense strand may be utilized
for these lentiviral vectors. Vector components are not repeated for each miRNA combination. In developing the vectors
containing miRNAs, shRNAs for the genes of interest are first used to prove that the gene of interest will work in the
lentivirus construct; thereafter, and once shRNAs are proven to work (as described below), they are assembled into
miRNA clusters as shown, for example, in Figure 3C herein. The miRNAs preserve targeting sequences but have
changes in their overall structure to become better suited for the miRNA processing pathway.

Table 1. Combinations of miRNA sequences
Vector 1 miR155FDPS
Vector 2 miR21CD47
Vector 3 | miR30cMyc
Vector4 | miR30cMyc | miR155FDPS
Vector 5 | miR30cMyc miR21CD47
Vector 6 miR155FDPS | miR21CD47
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(continued)

Vector 7 | miR30cMyc miR21CD47
Vector 8 | miR30cMyc | miR155FDPS | miR21CD47

[0069] Combination vectors canalso be generated using shRNAs. However, in these circumstances discrete promoters
need to be utilized for each target sequence, as is described herein.

Lentiviral Vector System

[0070] A lentiviral virion (particle) is expressed by a vector system encoding the necessary viral proteins to produce
a virion (viral particle). There is at least one vector containing a nucleic acid sequence encoding the lentiviral pol proteins
necessary for reverse transcription and integration, operably linked to a promoter. In another embodiment, the pol
proteins are expressed by multiple vectors. There is also a vector containing a nucleic acid sequence encoding the
lentiviral gag proteins necessary for forming a viral capsid operably linked to a promoter. In an embodiment, this gag
nucleic acid sequence is on a separate vector than at least some of the pol nucleic acid sequence. In another embodiment,
the gag nucleic acid is on a separate vector from all the pol nucleic acid sequences that encode pol proteins.

[0071] Numerous modifications can be made to the vectors, which are used to create the particles to further minimize
the chance of obtaining wild type revertants. These include, but are not limited to deletions of the U3 region of the LTR,
tat deletions and matrix (MA) deletions.

[0072] The gag, pol and env vector(s) do not contain nucleotides from the lentiviral genome that package lentiviral
RNA, referred to as the lentiviral packaging sequence.

[0073] The vector(s) forming the particle preferably do not contain a nucleic acid sequence from the lentiviral genome
that expresses an envelope protein. Preferably, a separate vector that contains a nucleic acid sequence encoding an
envelope protein operably linked to a promoter is used. This env vector also does not contain a lentiviral packaging
sequence. In one embodiment the env nucleic acid sequence encodes a lentiviral envelope protein.

[0074] In another embodiment the envelope protein is not from the lentivirus, but from a different virus. The resultant
particle is referred to as a pseudotyped particle. By appropriate selection of envelopes one can "infect" virtually any cell.
For example, one can use an env gene that encodes an envelope protein that targets an endocytic compartment such
as that of the influenza virus, VSV-G, alpha viruses (Semliki forest virus, Sindbis virus), arenaviruses (lymphocytic
choriomeningitis virus), flaviviruses (tick-borne encephalitis virus, Dengue virus, hepatitis C virus, GB virus), rhabdovi-
ruses (vesicular stomatitis virus, rabies virus), paramyxoviruses (mumps or measles) and orthomyxoviruses (influenza
virus). Other envelopes that can preferably be used include those from Moloney Leukemia Virus such as MLV-E, MLV-
A and GALV. These latter envelopes are particularly preferred where the host cell is a primary cell. Other envelope
proteins can be selected depending upon the desired host cell. For example, targeting specific receptors such as a
dopamine receptor can be used for brain delivery. Another target can be vascular endothelium. These cells can be
targeted using a filovirus envelope. For example, the GP of Ebola, which by post-transcriptional modification become
the GP, and GP, glycoproteins. In another embodiment, one can use different lentiviral capsids with a pseudotyped
envelope (for example, FIV or SHIV [U.S. Patent No. 5,654,195]). A SHIV pseudotyped vector can readily be used in
animal models such as monkeys.

[0075] As detailed herein, a lentiviral vector system typically includes at least one helper plasmid comprising at least
one of a gag, pol, or rev gene. Each of the gag, pol and rev genes may be provided on individual plasmids, or one or
more genes may be provided together on the same plasmid. In one embodiment, the gag, pol, and rev genes are provided
on the same plasmid (e.g., Figure 1). In another embodiment, the gag and pol genes are provided on a first plasmid and
the rev gene is provided on a second plasmid (e.g., Figure 2). Accordingly, both 3-vector and 4-vector systems can be
used to produce a lentivirus as described in the Examples section and elsewhere herein. The therapeutic vector, the
envelope plasmid and at least one helper plasmid are transfected into a packaging cell line. A non-limiting example of
a packaging cell line is the 293T/17 HEK cell line. When the therapeutic vector, the envelope plasmid, and at least one
helper plasmid are transfected into the packaging cell line, a lentiviral particle is ultimately produced.

[0076] In another aspect, a lentiviral vector system for expressing a lentiviral particle is disclosed. The system includes
a lentiviral vector as described herein; an envelope plasmid for expressing an envelope protein optimized for infecting
a cell; and at least one helper plasmid for expressing gag, pol, and rev genes, wherein when the lentiviral vector, the
envelope plasmid, and the at least one helper plasmid are transfected into a packaging cell line, a lentiviral particle is
produced by the packaging cell line, wherein the lentiviral particle is capable of inhibiting the genes targeted by the
shRNAs or miRNAs..

[0077] In another aspect, the therapeutic vector, can include the following elements: hybrid 5 long terminal repeat
(RSV/5’'LTR) (SEQ ID NOS: 74-75), Psi sequence (RNA packaging site) (SEQ ID NO: 76), RRE (Rev-response element)
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(SEQ ID NO: 77), cPPT (polypurine tract) (SEQ ID NO: 78), HI promoter (SEQ ID NO: 15), FDPS shRNA (e.g., SEQ ID
NOS: 1, 2, 3, 4 or variants thereof), Woodchuck Post-Transcriptional Regulatory Element (WPRE) (SEQ ID NO: 79),
and 3’ Delta LTR (SEQ ID NO: 80). In another aspect, sequence variation, by way of substitution, deletion, addition, or
mutation can be used to modify the sequences references herein.

[0078] Inanotheraspect, and as detailed herein, a helper plasmid has been designed to include the following elements:
CAG promoter (SEQ ID NO: 19); HIV component gag (SEQ ID NO: 21); HIV component pol (SEQ ID NO: 22); HIV Int
(SEQ ID NO: 23); HIV RRE (SEQ ID NO: 24); and HIV Rev (SEQ ID NO: 25). In another aspect, the helper plasmid may
be modified to include a first helper plasmid for expressing the gag and pol genes, and a second and separate plasmid
for expressing the rev gene. In another aspect, sequence variation, by way of substitution, deletion, addition, or mutation
can be used to modify the sequences references herein.

[0079] In another aspect, and as detailed herein, an envelope plasmid has been designed to include the following
elements being from left to right: RNA polymerase Il promoter (CMV) (SEQ ID NO: 27) and vesicular stomatitis virus G
glycoprotein (VSV-G) (SEQ ID NO: 29). In another aspect, sequence variation, by way of substitution, deletion, addition,
or mutation can be used to modify the sequences references herein.

[0080] In another aspect, the plasmids used for lentiviral packaging can be modified with similar elements and the
intron sequences could potentially be removed without loss of vector function. For example, the following elements can
replace similar elements in the plasmids that comprise the packaging system: Elongation Factor-1 (EF-1), phosphoglyc-
erate kinase (PGK), and ubiquitin C (UbC) promoters can replace the CMV or CAG promoter. SV40 poly A and bGH
poly A can replace the rabbit beta globin poly A. The HIV sequences in the helper plasmid can be constructed from
different HIV strains or clades. The VSV-G glycoprotein can be substituted with membrane glycoproteins from feline
endogenous virus (RD114), gibbon ape leukemia virus (GALV), Rabies (FUG), lymphocytic choriomeningitis virus (LC-
MV), influenza A fowl plague virus (FPV), Ross River alphavirus (RRV), murine leukemia virus 10A1 (MLV), or Ebola
virus (EboV).

[0081] Ofnote, lentiviral packaging systems can be acquired commercially (e.g., Lenti-vpak packaging kit from OriGene
Technologies, Inc., Rockville, MD), and can also be designed as described herein. Moreover, it is within the skill of a
person skilled in the art to substitute or modify aspects of a lentiviral packaging system to improve any number of relevant
factors, including the production efficiency of a lentiviral particle.

Doses and Dosage Forms

[0082] The disclosed vector compositions allow for short, medium, or long-term expression of genes or sequences of
interest and episomal maintenance of the disclosed vectors. Accordingly, dosing regimens may vary based upon the
condition being treated and the method of administration.

[0083] In embodiments, vector compositions for use in treating cancer may be administered to a subject in need in
varying doses. Specifically, a subject may be administered about > 106 infectious doses (where 1 dose is needed on
average to transduce 1 target cell). More specifically, a subject may be administered about > 107, about > 108, about >
109, or about > 1010 infectious doses, or any number of doses in-between these values. Upper limits of dosing will be
determined for each disease indication, including a specific cancer type, and will depend on toxicity/safety profiles for
each individual product or product lot.

[0084] Additionally, vector compositions of the present disclosure for use in treating cancer may be administered
periodically, such as once or twice a day, or any other suitable time period. For example, vector compositions may be
administered to a subject in need once a week, once every other week, once every three weeks, once a month, every
other month, every three months, every six months, every nine months, once a year, every eighteen months, every two
years, every thirty months, or every three years.

[0085] In embodiments, the disclosed vector compositions for use in treating cancer may be administered as a phar-
maceutical composition. In embodiments, the pharmaceutical composition can be formulated in a wide variety of dosage
forms, including but not limited to nasal, pulmonary, oral, topical, or parenteral dosage forms for clinical application.
Each of the dosage forms can comprise various solubilizing agents, disintegrating agents, surfactants, fillers, thickeners,
binders, diluents such as wetting agents or other pharmaceutically acceptable excipients. The pharmaceutical compo-
sition can also be formulated for injection, insufflation, infusion, or intradermal exposure. For instance, an injectable
formulation may comprise the disclosed vectors in an aqueous or non-aqueous solution at a suitable pH and tonicity.
[0086] The disclosed vector compositions for use in treating cancer may be administered to a subject via direct injection
into a tumor site or at a site of infection. In some embodiments, the vectors can be administered systemically. In some
embodiments, the vector compositions can be administered via guided cannulation to tissues immediately surrounding
the sites of tumor or infection.

[0087] The disclosed vector compositions for use in treating cancer can be administered using any pharmaceutically
acceptable method, such as intranasal, buccal, sublingual, oral, rectal, ocular, parenteral (intravenously, intradermally,
intramuscularly, subcutaneously, intraperitoneally), pulmonary, intravaginal, locally administered, topically administered,
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topically administered after scarification, mucosally administered, via an aerosol, in semi-solid media such as agarose
or gelatin, or via a buccal or nasal spray formulation.

[0088] Further, the disclosed vector compositions for use in treating cancer can be formulated into any pharmaceutically
acceptable dosage form, such as a solid dosage form, tablet, pill, lozenge, capsule, liquid dispersion, gel, aerosol,
pulmonary aerosol, nasal aerosol, ointment, cream, semi-solid dosage form, a solution, an emulsion, and a suspension.
Further, the pharmaceutical composition may be a controlled release formulation, sustained release formulation, imme-
diate release formulation, or any combination thereof. Further, the pharmaceutical composition may be a transdermal
delivery system.

[0089] In embodiments, the pharmaceutical composition can be formulated in a solid dosage form for oral adminis-
tration, and the solid dosage form can be powders, granules, capsules, tablets or pills. In embodiments, the solid dosage
form can include one or more excipients such as calcium carbonate, starch, sucrose, lactose, microcrystalline cellulose
orgelatin. In addition, the solid dosage form can include, in addition to the excipients, alubricant such as talc or magnesium
stearate. In some embodiments, the oral dosage form can be immediate release, or a modified release form. Modified
release dosage forms include controlled or extended release, enteric release, and the like. The excipients used in the
modified release dosage forms are commonly known to a person of ordinary skill in the art.

[0090] In embodiments, the pharmaceutical composition can be formulated as a sublingual or buccal dosage form.
Such dosage forms comprise sublingual tablets or solution compositions that are administered under the tongue and
buccal tablets that are placed between the cheek and gum.

[0091] In embodiments, the pharmaceutical composition can be formulated as a nasal dosage form. Such dosage
forms of the present invention comprise solution, suspension, and gel compositions for nasal delivery.

[0092] In embodiments, the pharmaceutical composition can be formulated in a liquid dosage form for oral adminis-
tration, such as suspensions, emulsions or syrups. In embodiments, the liquid dosage form can include, in addition to
commonly used simple diluents such as water and liquid paraffin, various excipients such as humectants, sweeteners,
aromatics or preservatives. In embodiments, the composition can be formulated to be suitable for administration to a
pediatric patient.

[0093] In embodiments, the pharmaceutical composition can be formulated in a dosage form for parenteral adminis-
tration, such as sterile aqueous solutions, suspensions, emulsions, non-aqueous solutions or suppositories. In embod-
iments, the solutions or suspensions can include propyleneglycol, polyethyleneglycol, vegetable oils such as olive oil or
injectable esters such as ethyl oleate.

[0094] The dosage of the pharmaceutical composition can vary depending on the patient’s weight, age, gender,
administration time and mode, excretion rate, and the severity of disease.

[0095] In embodiments, the treatment of cancer is accomplished by guided direct injection of the disclosed vector
constructs into tumors, using needle, or intravascular cannulation. In embodiments, the vectors compositions are ad-
ministered into the cerebrospinal fluid, blood or lymphatic circulation by venous or arterial cannulation or injection,
intradermal delivery, intramuscular delivery or injection into a draining organ near the site of disease.

[0096] Thefollowing examples are giventoillustrate aspects of the presentinvention. It should be understood, however,
that the invention is not to be limited to the specific conditions or details described in these examples.

EXAMPLES
Example 1: Development of a Lentiviral Vector System

[0097] A lentiviral vector system was developed as summarized in Figure 1 (circularized form). Lentiviral particles
were produced in 293T/17 HEK cells (purchased from American Type Culture Collection, Manassas, VA) following
transfection with the therapeutic vector, the envelope plasmid, and the helper plasmid. The transfection of 293T/17 HEK
cells, which produced functional viral particles, employed the reagent Poly(ethylenimine) (PEI) to increase the efficiency
of plasmid DNA uptake. The plasmids and DNA were initially added separately in culture medium without serum in a
ratio of 3:1 (mass ratio of PEI to DNA). After 2-3 days, cell medium was collected and lentiviral particles were purified
by high-speed centrifugation and/or filtration followed by anion-exchange chromatography. The concentration of lentiviral
particles can be expressed in terms of transducing units/ml (TU/ml). The determination of TU was accomplished by
measuring HIV p24 levels in culture fluids (p24 protein is incorporated into lentiviral particles), measuring the number
of viral DNA copies per transduced cell by quantitative PCR, or by infecting cells and using light (if the vectors encode
luciferase or fluorescent protein markers).

[0098] As mentioned above, a 3-vector system (i.e., which includes a 2-vector lentiviral packaging system) was de-
signed for the production of lentiviral particles. A schematic of the 3-vector system is shown in Figure 1. Briefly, and with
reference to Figure 1, the top-most vector is a helper plasmid, which, in this case, includes Rev. The vector appearing
in the middle of Figure 1 is the envelope plasmid. The bottom-most vector is the therapeutic vector, as described herein.
[0099] Referringto Figure 1, the Helper plus Rev plasmid includes a CAG enhancer (SEQ ID NO: 18); a CAG promoter
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(SEQ ID NO: 19); a chicken beta actin intron (SEQ ID NO: 20); a HIV gag (SEQ ID NO: 21); a HIV Pol (SEQ ID NO:
22); a HIV Int (SEQ ID NO: 23); a HIV RRE (SEQ ID NO: 24); a HIV Rev (SEQ ID NO: 25); and a rabbit beta globin poly
A (SEQ ID NO: 26).

[0100] The Envelope plasmid includes a CMV promoter (SEQ ID NO: 27); a beta globin intron (SEQ ID NO: 28); a
VSV-G (SEQ ID NO: 29); and a rabbit beta globin poly A (SEQ ID NO: 30).

Synthesis of a 3-vector system, which includes a 2-vector lentiviral packaging system, consisting of Helper (plus Rev)
and Envelope plasmids.

Materials and Methods:

[0101] Construction of the helper plasmid: The helper plasmid was constructed by initial PCR amplification of a DNA
fragment from the pNL4-3 HIV plasmid (NIH Aids Reagent Program) containing Gag, Pol, and Integrase genes. Primers
were designed to amplify the fragment with EcoRI and Not! restriction sites which could be used to insert at the same
sites in the pCDNA3 plasmid (Invitrogen). The forward primer was (5'-TAAGCAGAATTC ATGAATTTGCCAGGAAGAT-
3’) (SEQ ID NO: 31) and reverse primer was (5-CCATACAATGAATGGACACTAGGCGGCCGCACGAAT-3) (SEQ ID
;?6:,]2 ! The sequence for the Gag, Pol, Integrase fragment was as follows:
GAATTCATGAATTTGCCAGGAAGATGGAAACCAAAAATGATAGGGGGAATTGGA
GGTTTTATCAAAGTAAGACAGTATGATCAGATACTCATAGAAATCTGCGGACATA
AAGCTATAGGTACAGTATTAGTAGGACCTACACCTGTCAACATAATTGGAAGAA
ATCTGTTGACTCAGATTGGCTGCACTTTAAATTTTCCCATTAGTCCTATTGAGACT
GTACCAGTAAAATTAAAGCCAGGAATGGATGGCCCAAAAGTTAAACAATGGCCA
TTGACAGAAGAAAAAATAAAAGCATTAGTAGAAATTTGTACAGAAATGGAAAAG
GAAGGAAAAATTTCAAAAATTGGGCCTGAAAATCCATACAATACTCCAGTATTT
GCCATAAAGAAAAAAGACAGTACTAAATGGAGAAAATTAGTAGATTTCAGAGAA
CTTAATAAGAGAACTCAAGATTTCTGGGAAGTTCAATTAGGAATACCACATCCTG
CAGGGTTAAAACAGAAAAAATCAGTAACAGTACTGGATGTGGGCGATGCATATT
TTTCAGTTCCCTTAGATAAAGACTTCAGGAAGTATACTGCATTTACCATACCTAG
TATAAACAATGAGACACCAGGGATTAGATATCAGTACAATGTGCTTCCACAGGG
ATGGAAAGGATCACCAGCAATATTCCAGTGTAGCATGACAAAAATCTTAGAGCC
TTTTAGAAAACAAAATCCAGACATAGTCATCTATCAATACATGGATGATTTGTAT
GTAGGATCTGACTTAGAAATAGGGCAGCATAGAACAAAAATAGAGGAACTGAG

ACAACATCTGTTGAGGTGGGGATTTACCACACCAGACAAAAAACATCAGAAAGA
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ACCTCCATTCCTTTGGATGGGTTATGAACTCCATCCTGATAAATGGACAGTACAG
CCTATAGTGCTGCCAGAAAAGGACAGCTGGACTGTCAATGACATACAGAAATTA
GTGGGAAAATTGAATTGGGCAAGTCAGATTTATGCAGGGATTAAAGTAAGGCAA
TTATGTAAACTTCTTAGGGGAACCAAAGCACTAACAGAAGTAGTACCACTAACA
GAAGAAGCAGAGCTAGAACTGGCAGAAAACAGGGAGATTCTAAAAGAACCGGT
ACATGGAGTGTATTATGACCCATCAAAAGACTTAATAGCAGAAATACAGAAGCA
GGGGCAAGGCCAATGGACATATCAAATTTATCAAGAGCCATTTAAAAATCTGAA
AACAGGAAAGTATGCAAGAATGAAGGGTGCCCACACTAATGATGTGAAACAATT
AACAGAGGCAGTACAAAAAATAGCCACAGAAAGCATAGTAATATGGGGAAAGA
CTCCTAAATTTAAATTACCCATACAAAAGGAAACATGGGAAGCATGGTGGACAG
AGTATTGGCAAGCCACCTGGATTCCTGAGTGGGAGTTTGTCAATACCCCTCCCTT
AGTGAAGTTATGGTACCAGTTAGAGAAAGAACCCATAATAGGAGCAGAAACTTT
CTATGTAGATGGGGCAGCCAATAGGGAAACTAAATTAGGAAAAGCAGGATATGT
AACTGACAGAGGAAGACAAAAAGTTGTCCCCCTAACGGACACAACAAATCAGAA
GACTGAGTTACAAGCAATTCATCTAGCTTTGCAGGATTCGGGATTAGAAGTAAAC
ATAGTGACAGACTCACAATATGCATTGGGAATCATTCAAGCACAACCAGATAAG
AGTGAATCAGAGTTAGTCAGTCAAATAATAGAGCAGTTAATAAAAAAGGAAAAA
GTCTACCTGGCATGGGTACCAGCACACAAAGGAATTGGAGGAAATGAACAAGTA
GATAAATTGGTCAGTGCTGGAATCAGGAAAGTACTATTTTTAGATGGAATAGATA
AGGCCCAAGAAGAACATGAGAAATATCACAGTAATTGGAGAGCAATGGCTAGTG
ATTTTAACCTACCACCTGTAGTAGCAAAAGAAATAGTAGCCAGCTGTGATAAATG
TCAGCTAAAAGGGGAAGCCATGCATGGACAAGTAGACTGTAGCCCAGGAATATG
GCAGCTAGATTGTACACATTTAGAAGGAAAAGTTATCTTGGTAGCAGTTCATGTA
GCCAGTGGATATATAGAAGCAGAAGTAATTCCAGCAGAGACAGGGCAAGAAAC
AGCATACTTCCTCTTAAAATTAGCAGGAAGATGGCCAGTAAAAACAGTACATAC
AGACAATGGCAGCAATTTCACCAGTACTACAGTTAAGGCCGCCTGTTGGTGGGC
GGGGATCAAGCAGGAATTTGGCATTCCCTACAATCCCCAAAGTCAAGGAGTAAT
AGAATCTATGAATAAAGAATTAAAGAAAATTATAGGACAGGTAAGAGATCAGGC
TGAACATCTTAAGACAGCAGTACAAATGGCAGTATTCATCCACAATTTTAAAAGA
AAAGGGGGGATTGGGGGGTACAGTGCAGGGGAAAGAATAGTAGACATAATAGC
AACAGACATACAAACTAAAGAATTACAAAAACAAATTACAAAAATTCAAAATTT
TCGGGTTTATTACAGGGACAGCAGAGATCCAGTTTGGAAAGGACCAGCAAAGCT
CCTCTGGAAAGGTGAAGGGGCAGTAGTAATACAAGATAATAGTGACATAAAAGT
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AGTGCCAAGAAGAAAAGCAAAGATCATCAGGGATTATGGAAAACAGATGGCAG
GTGATGATTGTGTGGCAAGTAGACAGGATGAGGATTAA (SEQ ID NO: 33)
[0103] Next, a DNA fragment containing the Rev, RRE, and rabbit beta globin poly A sequence with Xbal and Xmal

flanking restriction sites was synthesized by MWG Operon. The DNA fragment was then inserted into the plasmid at the
Xbal and Xmal restriction sites The DNA sequence was as follows:
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TCTAGAATGGCAGGAAGAAGCGGAGACAGCGACGAAGAGCTCATCAGAACAGT
CAGACTCATCAAGCTTCTCTATCAAAGCAACCCACCTCCCAATCCCGAGGGGACC
CGACAGGCCCGAAGGAATAGAAGAAGAAGGTGGAGAGAGAGACAGAGACAGAT
CCATTCGATTAGTGAACGGATCCTTGGCACTTATCTGGGACGATCTGCGGAGCCT
GTGCCTCTTCAGCTACCACCGCTTGAGAGACTTACTCTTGATTGTAACGAGGATT
GTGGAACTTCTGGGACGCAGGGGGTGGGAAGCCCTCAAATATTGGTGGAATCTC
CTACAATATTGGAGTCAGGAGCTAAAGAATAGAGGAGCTTTGTTCCTTGGGTTCT
TGGGAGCAGCAGGAAGCACTATGGGCGCAGCGTCAATGACGCTGACGGTACAGG
CCAGACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAATTTGCTGAGGGCTAT
TGAGGCGCAACAGCATCTGTTGCAACTCACAGTCTGGGGCATCAAGCAGCTCCA
GGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGGATCAACAGCTCCTAGATCT
TTTTCCCTCTGCCAAAAATTATGGGGACATCATGAAGCCCCTTGAGCATCTGACT
TCTGGCTAATAAAGGAAATTTATTTTCATTGCAATAGTGTGTTGGAATTTTTTGTG
TCTCTCACTCGGAAGGACATATGGGAGGGCAAATCATTTAAAACATCAGAATGA
GTATTTGGTTTAGAGTTTGGCAACATATGCCATATGCTGGCTGCCATGAACAAAG
GTGGCTATAAAGAGGTCATCAGTATATGAAACAGCCCCCTGCTGTCCATTCCTTA
TTCCATAGAAAAGCCTTGACTTGAGGTTAGATTTTTTTTATATTTTGTTTTGTGTT
ATTTTTTTCTTTAACATCCCTAAAATTTTCCTTACATGTTTTACTAGCCAGATTTTT
CCTCCTCTCCTGACTACTCCCAGTCATAGCTGTCCCTCTTCTCTTATGAAGATCCC
TCGACCTGCAGCCCAAGCTTGGCGTAATCATGGTCATAGCTGTTTCCTGTGTGAA
ATTGTTATCCGCTCACAATTCCACACAACATACGAGCCGGAAGCATAAAGTGTAA
AGCCTGGGGTGCCTAATGAGTGAGCTAACTCACATTAATTGCGTTGCGCTCACTG
CCCGCTTTCCAGTCGGGAAACCTGTCGTGCCAGCGGATCCGCATCTCAATTAGTC
AGCAACCATAGTCCCGCCCCTAACTCCGCCCATCCCGCCCCTAACTCCGCCCAGT
TCCGCCCATTCTCCGCCCCATGGCTGACTAATTTTTTTTATTTATGCAGAGGCCGA
GGCCGCCTCGGCCTCTGAGCTATTCCAGAAGTAGTGAGGAGGCTTTTTTGGAGGC
CTAGGCTTTTGCAAAAAGCTAACTTGTTTATTGCAGCTTATAATGGTTACAAATA
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AAGCAATAGCATCACAAATTTCACAAATAAAGCATTTTTTTCACTGCATTCTAGT
TGTGGTTTGTCCAAACTCATCAATGTATCTTATCAGCGGCCGCCCCGGG (SEQ ID
NO: 34)

[0104] Finally, the CMV promoter of pPCDNA3.1 was replaced with the CAG enhancer/promoter plus a chicken beta
actin intron sequence. A DNA fragment containing the CAG enhancer/promoter/intron sequence with Mlul and EcoRlI
flanking restriction sites was synthesized by MWG Operon. The DNA fragment was then inserted into the plasmid at the
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Mlul and EcoRl restriction sites. The DNA sequence was as follows:

ACGCGTTAGTTATTAATAGTAATCAATTACGGGGTCATTAGTTCATAGCCCATAT
ATGGAGTTCCGCGTTACATAACTTACGGTAAATGGCCCGCCTGGCTGACCGCCCA
ACGACCCCCGCCCATTGACGTCAATAATGACGTATGTTCCCATAGTAACGCCAAT
AGGGACTTTCCATTGACGTCAATGGGTGGACTATTTACGGTAAACTGCCCACTTG
GCAGTACATCAAGTGTATCATATGCCAAGTACGCCCCCTATTGACGTCAATGACG
GTAAATGGCCCGCCTGGCATTATGCCCAGTACATGACCTTATGGGACTTTCCTAC
TTGGCAGTACATCTACGTATTAGTCATCGCTATTACCATGGGTCGAGGTGAGCCC
CACGTTCTGCTTCACTCTCCCCATCTCCCCCCCCTCCCCACCCCCAATTTTGTATTT
ATTTATTTTTTAATTATTTTGTGCAGCGATGGGGGCGGGGGGGGGGGGGGCGCGC
GCCAGGCGGGGCGGEECEEGGCGAGGGGECGGEECGGGGCGAGGCGGAGAGGTG
CGGCGGCAGCCAATCAGAGCGGCGCGCTCCGAAAGTTTCCTTTTATGGCGAGGC
GGCGGCGGCGGCGGCCCTATAAAAAGCGAAGCGCGCGGCGGGCGGGAGTCGCT
GCGTTGCCTTCGCCCCGTGCCCCGCTCCGCGCCGCCTCGCGCCGLCCCGCCCCGGC
TCTGACTGACCGCGTTACTCCCACAGGTGAGCGGGCGGGACGGCCCTTCTCCTCC
GGGCTGTAATTAGCGCTTGGTTTAATGACGGCTCGTTTCTTTTCTGTGGCTGCGTG
AAAGCCTTAAAGGGCTCCGGGAGGGCCCTTTGTGCGGGGGGGAGCGGCTCGGGG
GGTGCGTGCGTGTGTGTGTGCGTGGGGAGCGCCGCGTGCGGCCCGCGCTGCCCG
GCGGCTGTGAGCGCTGCGGGCGCGGCGCGGGGCTTTGTGCGCTCCGCGTGTGCG
CGAGGGGAGCGCGGCCGGGGEGCAEGETGCCCCGCGETGCGGGGGGGECTGCGAGGG
GAACAAAGGCTGCGTGCGGGGTGTGTGCGTGGGGGGGTGAGCAGGGGGTGTGG
GCGCGGCGGTCGGGCTGTAACCCCCCCCTGCACCCCCCTCCCCGAGTTGCTGAGC
ACGGCCCGGCTTCGGGTGCGGGGCTCCGTGCGGGGCGTGGCGCGGGGCTCGCCG
TGCCGGGCGGGGGGTGGCGGCAGGTGGGGETGCCGGGCGGGGCGGGGCCGCCT
CGGGCCGGGGAGGGCTCGGGGGAGGGGCGCGGCGGCCCCGGAGCGCCGGCGGL
TGTCGAGGCGCGGCGAGCCGCAGCCATTGCCTTTTATGGTAATCGTGCGAGAGG
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GCGCAGGGACTTCCTTTGTCCCAAATCTGGCGGAGCCGAAATCTGGGAGGCGCC
GCCGCACCCCCTCTAGCGGGCGCGGGCGAAGCGGTGCGGCGCCGGCAGGAAGGA
AATGGGCGGGGAGGGCCTTCGTGCGTCGCCGCGCCGCCGTCCCCTTCTCCATCTC
CAGCCTCGGGGCTGCCGCAGGGGGACGGCTGCCTTCGGGGGGGACGGGGCAGGG
CGGGGTTCGGCTTCTGGCGTGTGACCGGCGGGAATTC (SEQ ID NO: 35)

Construction of the VSV-G Envelope plasmid:

[0105] The vesicular stomatitis Indiana virus glycoprotein (VSV-G) sequence was synthesized by MWG Operon with
flanking EcoRl restriction sites. The DNA fragment was then inserted into the pCDNA3.1 plasmid (Invitrogen) at the
EcoRl restriction site and the correct orientation was determined by sequencing using a CMV specific primer. The DNA
sequence was as follows:

GAATTCATGAAGTGCCTTTTGTACTTAGCCTTTTTATTCATTGGGGTGAATTGCAA
GTTCACCATAGTTTTTCCACACAACCAAAAAGGAAACTGGAAAAATGTTCCTTCT
AATTACCATTATTGCCCGTCAAGCTCAGATTTAAATTGGCATAATGACTTAATAG
GCACAGCCTTACAAGTCAAAATGCCCAAGAGTCACAAGGCTATTCAAGCAGACG
GTTGGATGTGTCATGCTTCCAAATGGGTCACTACTTGTGATTTCCGCTGGTATGG
ACCGAAGTATATAACACATTCCATCCGATCCTTCACTCCATCTGTAGAACAATGC
AAGGAAAGCATTGAACAAACGAAACAAGGAACTTGGCTGAATCCAGGCTTCCCT
CCTCAAAGTTGTGGATATGCAACTGTGACGGATGCCGAAGCAGTGATTGTCCAG
GTGACTCCTCACCATGTGCTGGTTGATGAATACACAGGAGAATGGGTTGATTCAC
AGTTCATCAACGGAAAATGCAGCAATTACATATGCCCCACTGTCCATAACTCTAC
AACCTGGCATTCTGACTATAAGGTCAAAGGGCTATGTGATTCTAACCTCATTTCC
ATGGACATCACCTTCTTCTCAGAGGACGGAGAGCTATCATCCCTGGGAAAGGAG
GGCACAGGGTTCAGAAGTAACTACTTTGCTTATGAAACTGGAGGCAAGGCCTGC
AAAATGCAATACTGCAAGCATTGGGGAGTCAGACTCCCATCAGGTGTCTGGTTCG
AGATGGCTGATAAGGATCTCTTTGCTGCAGCCAGATTCCCTGAATGCCCAGAAGG
GTCAAGTATCTCTGCTCCATCTCAGACCTCAGTGGATGTAAGTCTAATTCAGGAC
GTTGAGAGGATCTTGGATTATTCCCTCTGCCAAGAAACCTGGAGCAAAATCAGA
GCGGGTCTTCCAATCTCTCCAGTGGATCTCAGCTATCTTGCTCCTAAAAACCCAG
GAACCGGTCCTGCTTTCACCATAATCAATGGTACCCTAAAATACTTTGAGACCAG
ATACATCAGAGTCGATATTGCTGCTCCAATCCTCTCAAGAATGGTCGGAATGATC
AGTGGAACTACCACAGAAAGGGAACTGTGGGATGACTGGGCACCATATGAAGAC
GTGGAAATTGGACCCAATGGAGTTCTGAGGACCAGTTCAGGATATAAGTTTCCTT
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TATACATGATTGGACATGGTATGTTGGACTCCGATCTTCATCTTAGCTCAAAGGC

TCAGGTGTTCGAACATCCTCACATTCAAGACGCTGCTTCGCAACTTCCTGATGAT

GAGAGTTTATTTTTTGGTGATACTGGGCTATCCAAAAATCCAATCGAGCTTGTAG
AAGGTTGGTTCAGTAGTTGGAAAAGCTCTATTGCCTCTTTTTTCTTTATCATAGGG
TTAATCATTGGACTATTCTTGGTTCTCCGAGTTGGTATCCATCTTTGCATTAAATT

AAAGCACACCAAGAAAAGACAGATTTATACAGACATAGAGATGAGAATTC (SEQ
ID NO: 29)

[0106] A 4-vector system, which includes a 3-vector lentiviral packaging system, has also been designed and produced
using the methods and materials described herein. A schematic of the 4-vector system is shown in Figure 2. Briefly, and
with reference to Figure 2, the top-most vector is a helper plasmid, which, in this case, does not include Rev. The vector
second from the top is a separate Rev plasmid. The vector second from the bottom is the envelope plasmid. The bottom-
most vector is the therapeutic vector as described herein.

[0107] Referring to Figure 2, the Helper plasmid includes a CAG enhancer (SEQ ID NO: 18); a CAG promoter (SEQ
ID NO: 19); a chicken beta actin intron (SEQ ID NO: 20); a HIV gag (SEQ ID NO: 21); a HIV Pol (SEQ ID NO: 22); a
HIV Int (SEQ ID NO: 23); a HIV RRE (SEQ ID NO: 24); and a rabbit beta globin poly A (SEQ ID NO: 26).

[0108] The Rev plasmid includes a RSV promoter (SEQ ID NO: 80); a HIV Rev (SEQ ID NO: 25); and a rabbit beta
globin poly A (SEQ ID NO: 26).

[0109] The Envelope plasmid includes a CMV promoter (SEQ ID NO: 27); a beta globin intron (SEQ ID NO: 28); a
VSV-G (SEQ ID NO: 29); and a rabbit beta globin poly A (SEQ ID NO: 30).

Synthesis of a 4-vector system, which includes a 3-vector lentiviral packaging system consisting of Helper, Rev, and
Envelope plasmids.

Materials and Methods:

Construction of the Helper plasmid without Rev:

[0110] The Helper plasmid without Rev was constructed by inserting a DNA fragment containing the RRE and rabbit
beta globin poly A sequence. This sequence was synthesized by MWG Operon with flanking Xbal and Xmal restriction

sites. The RRE/rabbit poly A beta globin sequence was then inserted into the Helper plasmid at the Xbal and Xmal
restriction sites. The DNA sequence is as follows:
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TCTAGAAGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTATGGGC
GCAGCGTCAATGACGCTGACGGTACAGGCCAGACAATTATTGTCTGGTATAGTGC
AGCAGCAGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGCAAC
TCACAGTCTGGGGCATCAAGCAGCTCCAGGCAAGAATCCTGGCTGTGGAAAGAT
ACCTAAAGGATCAACAGCTCCTAGATCTTTTTCCCTCTGCCAAAAATTATGGGGA
CATCATGAAGCCCCTTGAGCATCTGACTTCTGGCTAATAAAGGAAATTTATTTTC
ATTGCAATAGTGTGTTGGAATTTTTTGTGTCTCTCACTCGGAAGGACATATGGGA
GGGCAAATCATTTAAAACATCAGAATGAGTATTTGGTTTAGAGTTTGGCAACATA
TGCCATATGCTGGCTGCCATGAACAAAGGTGGCTATAAAGAGGTCATCAGTATAT
GAAACAGCCCCCTGCTGTCCATTCCTTATTCCATAGAAAAGCCTTGACTTGAGGT
TAGATTTTTTTTATATTTTGTTTTGTGTTATTTTTTTCTTTAACATCCCTAAAATTTT
CCTTACATGTTTTACTAGCCAGATTTTTCCTCCTCTCCTGACTACTCCCAGTCATA
GCTGTCCCTCTTCTCTTATGAAGATCCCTCGACCTGCAGCCCAAGCTTGGCGTAAT
CATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGCTCACAATTCCACACAAC
ATACGAGCCGGAAGCATAAAGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAA
CTCACATTAATTGCGTTGCGCTCACTGCCCGCTTTCCAGTCGGGAAACCTGTCGT
GCCAGCGGATCCGCATCTCAATTAGTCAGCAACCATAGTCCCGCCCCTAACTCCG
CCCATCCCGCCCCTAACTCCGCCCAGTTCCGCCCATTCTCCGCCCCATGGCTGACT
AATTTTTTTTATTTATGCAGAGGCCGAGGCCGCCTCGGCCTCTGAGCTATTCCAG
AAGTAGTGAGGAGGCTTTTTTGGAGGCCTAGGCTTTTGCAAAAAGCTAACTTGTT
TATTGCAGCTTATAATGGTTACAAATAAAGCAATAGCATCACAAATTTCACAAAT
AAAGCATTTTTTTCACTGCATTCTAGTTGTGGTTTGTCCAAACTCATCAATGTATC
TTATCACCCGGG (SEQ ID NO: 34)

Construction of the Rev plasmid:

[0111] The RSV promoter and HIV Rev sequences were synthesized as a single DNA fragment by MWG Operon with
flanking Mfel and Xbal restriction sites. The DNA fragment was then inserted into the pCDNA3.1 plasmid (Invitrogen)
at the Mfel and Xbal restriction sites in which the CMV promoter is replaced with the RSV promoter. The DNA sequence
was as follows:
CAATTGCGATGTACGGGCCAGATATACGCGTATCTGAGGGGACTAGGGTGTGTTT
AGGCGAAAAGCGGGGCTTCGGTTGTACGCGGTTAGGAGTCCCCTCAGGATATAG
TAGTTTCGCTTTTGCATAGGGAGGGGGAAATGTAGTCTTATGCAATACACTTGTA

GTCTTGCAACATGGTAACGATGAGTTAGCAACATGCCTTACAAGGAGAGAAAAA
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GCACCGTGCATGCCGATTGGTGGAAGTAAGGTGGTACGATCGTGCCTTATTAGGA
AGGCAACAGACAGGTCTGACATGGATTGGACGAACCACTGAATTCCGCATTGCA
GAGATAATTGTATTTAAGTGCCTAGCTCGATACAATAAACGCCATTTGACCATTC
ACCACATTGGTGTGCACCTCCAAGCTCGAGCTCGTTTAGTGAACCGTCAGATCGC
CTGGAGACGCCATCCACGCTGTTTTGACCTCCATAGAAGACACCGGGACCGATCC
AGCCTCCCCTCGAAGCTAGCGATTAGGCATCTCCTATGGCAGGAAGAAGCGGAG
ACAGCGACGAAGAACTCCTCAAGGCAGTCAGACTCATCAAGTTTCTCTATCAAA
GCAACCCACCTCCCAATCCCGAGGGGACCCGACAGGCCCGAAGGAATAGAAGAA
GAAGGTGGAGAGAGAGACAGAGACAGATCCATTCGATTAGTGAACGGATCCTTA
GCACTTATCTGGGACGATCTGCGGAGCCTGTGCCTCTTCAGCTACCACCGCTTGA
GAGACTTACTCTTGATTGTAACGAGGATTGTGGAACTTCTGGGACGCAGGGGGTG
GGAAGCCCTCAAATATTGGTGGAATCTCCTACAATATTGGAGTCAGGAGCTAAA
GAATAGTCTAGA (SEQ ID NO: 36)

[0112] The plasmids used in the packaging systems can be modified with similar elements, and the intron sequences
can potentially be removed without loss of vector function. For example, the following elements can replace similar
elements in the packaging system:

Promoters: Elongation Factor-1 (EF-1) (SEQ ID NO: 37), phosphoglycerate kinase (PGK) (SEQ ID NO: 38), and ubiquitin
C (UbC) (SEQ ID NO: 39) can replace the CMV (SEQ ID NO: 27) or CAG promoter (SEQ ID NO: 19). These sequences
can also be further varied by addition, substitution, deletion or mutation.

[0113] Poly A sequences: SV40 poly A (SEQ ID NO: 40) and bGH poly A (SEQ ID NO: 41) can replace the rabbit beta
globin poly A (SEQ ID NO: 26). These sequences can also be further varied by addition, substitution, deletion or mutation.
[0114] HIV Gag, Pol, and Integrase sequences: The HIV sequences in the Helper plasmid can be constructed from
different HIV strains or clades. For example, HIV Gag (SEQ ID NO: 21); HIV Pol (SEQ ID NO: 22); and HIV Int (SEQ
ID NO: 23) from the Bal strain can be interchanged with the gag, pol, and int sequences contained in the helper/helper
plus Rev plasmids as outlined herein. These sequences can also be further varied by addition, substitution, deletion or
mutation.

[0115] Envelope: The VSV-G glycoprotein can be substituted with membrane glycoproteins from feline endogenous
virus (RD114) (SEQ ID NO: 42), gibbon ape leukemia virus (GALV) (SEQ ID NO: 43), Rabies (FUG) (SEQ ID NO: 44),
lymphocytic choriomeningitis virus (LCMV) (SEQ ID NO: 45), influenza A fowl plague virus (FPV) (SEQ ID NO: 46),
Ross River alphavirus (RRV) (SEQ ID NO: 47), murine leukemia virus 10A1 (MLV) (SEQ ID NO: 81), or Ebola virus
(EboV) (SEQ ID NO: 48). Sequences for these envelopes are identified in the sequence portion herein. Further, these
sequences can also be further varied by addition, substitution, deletion or mutation.

[0116] In summary, the 3-vector versus 4-vector systems can be compared and contrasted as follows. The 3-vector
lentiviral vector system contains: 1. Helper plasmid: HIV Gag, Pol, Integrase, and Rev/Tat; 2. Envelope plasmid: VSV-
G/FUG envelope; and 3. Therapeutic vector: RSV 5’LTR, Psi Packaging Signal, Gag fragment, RRE, Env fragment,
cPPT,WPRE, and 3’56 LTR. The 4-vector lentiviral vector system contains: 1. Helper plasmid: HIV Gag, Pol, and Integrase;
2. Rev plasmid: Rev; 3. Envelope plasmid: VSV-G/FUG envelope; and 4. Therapeutic vector: RSV 5’LTR, Psi Packaging
Signal, Gag fragment, RRE, Env fragment, cPPT, WPRE, and 3’delta LTR. Sequences corresponding with the above
elements are identified in the sequence listings portion herein.

Example 2. Therapeutic Vectors

[0117] Exemplary therapeutic vectors have been designed and developed as shown, for example, in Figure 3.
[0118] Referring first to Figure 3A, from left to right, the key genetic elements are as follows: hybrid 5’ long terminal
repeat (RSV/LTR), Psi sequence (RNA packaging site), RRE (Rev-response element), cPPT (polypurine tract), HI
promoter, an FDPS shRNA sequence including the FDPS shRNA sequences detailed herein, Woodchuck Post-Tran-
scriptional Regulatory Element (WPRE), and LTR with a deletion in the U3 region.
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[0119] Referring next to Figure 3B, from left to right, the key genetic elements are as follows: hybrid 5’ long terminal
repeat (RSV/LTR), Psi sequence (RNA packaging site), RRE (Rev-response element), cPPT (polypurine tract), EF-1
alpha (EF-1 alpha promoter of gene transcription), a FDPS miR (miRNA) including the FDPS miRNA sequences detailed
herein, Woodchuck Post-Transcriptional Regulatory Element (WPRE), and LTR with a deletion in the U3 region.
[0120] To produce the vectors outlined generally in Figures 3A and 3B, the following methods and materials were
employed.

[0121] Inhibitory RNA Design: The sequence of Homo sapiens Farnesyl diphosphate synthase (FDPS) (NM_002004.3)
mRNA was used to search for potential sSiRNA or shRNA candidates to knockdown FDPS levels in human cells. Potential
RNA interference sequences were chosen from candidates selected by siRNA or shRNA design programs such as from
GPP Web Portal hosted by the Broad Institute (http://portals.broadinstitute.org/gpp/public/) or the BLOCK-T RNAi De-
signer from Thermo Scientific (https://rnaidesigner.thermofisher.com/rnaiexpress/). Individual selected shRNA sequenc-
es were inserted into a lentiviral vector immediately 3 prime to a RNA polymerase Il promoter HI (SEQ ID NO: 15) to
regulate shRNA expression. These lentivirus shRNA constructs were used to transduce cells and measure the change
in specificmRNA levels. The shRNA most potentforreducing mRNA levels were embedded individually withina microRNA
backbone to allow for expression by either the EF-1 alpha or CMV RNA polymerase Il promoters. The microRNA
backbone was selected from mirbase.org. RNA sequences were also synthesized as synthetic siRNA oligonucleotides
and introduced directly into cells without using a lentiviral vector.

[0122] Vector Construction: For FDPS shRNA, oligonucleotide sequences containing BamHI and EcoRI restriction
sites were synthesized by Eurofins MWG Operon. Overlapping sense and antisense oligonucleotide sequences were
mixed and annealed during cooling from 70 degrees Celsius to room temperature. The lentiviral vector was digested
with the restriction enzymes BamHI and EcoRI for one hour at 37 degrees Celsius. The digested lentiviral vector was
purified by agarose gel electrophoresis and extracted from the gel using a DNA gel extraction kit from Thermo Scientific.
The DNA concentrations were determined and vector to oligo (3:1 ratio) were mixed, allowed to anneal, and ligated.
The ligation reaction was performed with T4 DNA ligase for 30 minutes at room temperature. 2.5 microliters of the ligation
mix were added to 25 microliters of STBL3 competent bacterial cells. Transformation was achieved after heat-shock at
42 degrees Celsius. Bacterial cells were spread on agar plates containing ampicillin and drug-resistant colonies (indicating
the presence of ampicillin-resistance plasmids) were recovered and expanded in LB broth. To check for insertion of the
oligo sequences, plasmid DNA was extracted from harvested bacteria cultures with the Thermo Scientific DNA mini prep
kit. Insertion of shRNA sequences in the lentiviral vector was verified by DNA sequencing using a specific primer for the
promoter used to regulate shRNA expression. Using the following target sequences, exemplary shRNA sequences were
determined to knock-down FDPS:

GTCCTGGAGTACAATGCCATT (FDPS target sequence; SEQ ID NO: 49);

GTCCTGGAGTACAATGCCATTCTCGAGAATGGCATTGTACTCCAGGACTTTTT (FDPS shRNA sequence #1;
SEQ ID NO: 1);

GCAGGATTTCGTTCAGCACTT (FDPS target sequence #2; SEQ ID NO: 50);

GCAGGATTTCGTTCAGCACTTCTCGAGAAGTGCTGAACGAAATCCTGCTTTTT (FDPS shRNA sequence #2;
SEQ ID NO: 2);

GCCATGTACATGGCAGGAATT (FDPS target sequence #3; SEQ ID NO: 51);

GCCATGTACATGGCAGGAATTCTCGAGAATTCCTGCCATGTACATGGCTTTTT (FDPS shRNA sequence #3;
SEQ ID NO: 3);

GCAGAAGGAGGCTGAGAAAGT (FDPS target sequence #4; SEQ ID NO: 52); and

GCAGAAGGAGGCTGAGAAAGTCTCGAGACTTTCTCAGCCTCCTTCTGCTTTTT (FDPS shRNA sequence #4;
SEQ ID NO: 4).

[0123] shRNA sequences were then assembled into a synthetic microRNA (miR) under control of the EF-1 alpha
promoter. Briefly, a miR hairpin sequences, such as miR30, miR21, or miR185 as detailed below, was obtained from
mirbase.org. The 19-22mer shRNA target sequence was used to construct the synthetic miR sequence. The miR se-
quence was arranged as an anti-sense-target-sequence-hairpin loop sequence (specific for each microRNA)-sense
target sequence.

[0124] The following miR sequences were developed:
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[0125]
development of the single-target vectors outlined above. An exemplary therapeutic combination vectors is shown in
Figure 3C, and includes from left to right: hybrid 5’ long terminal repeat (RSV/LTR), Psi sequence (RNA packaging site),
RRE (Rev-response element), cPPT (polypurine tract), EF-1alpha (EF-1alpha promoter of gene transcription), miR30-
FDPS, miR155-CD47, miR21-cMyc, Woodchuck Post-Transcriptional Regulatory Element (WPRE), and LTR with a
deletion in the U3 region. The therapeutic vector detailed in Figure 3C can be produced using the materials and methods
described using the following target sequences:

EP 3 426 777 B1

AAGGTATATTGCTGTTGACAGTGAGCGACACTTTCTCAGCCTCCTTCTGCGTGAA
GCCACAGATGGCAGAAGGAGGCTGAGAAAGTGCTGCCTACTGCCTCGGACTTCA
AGGGGCT (miR30 FDPS sequence #1; SEQ ID NO: 53)

AAGGTATATTGCTGTTGACAGTGAGCGACACTTTCTCAGCCTCCTTCTGCGTGAA
GCCACAGATGGCAGAAGGGCTGAGAAAGTGCTGCCTACTGCCTCGGACTTCAAG
GGGCT (miR30 FDPS sequence #2; SEQ ID NO: 54)

TGCTGTTGACAGTGAGCGACTTTCTCAGCCTCCTTCTGCGTGAAGCCACAGATGG
CAGAAGGAGGCTGAGAAAGTTGCCTACTGCCTCGGA (miR30 FDPS sequence #3;
SEQ ID NO: 55)

CCTGGAGGCTTGCTGAAGGCTGTATGCTGACTTTCTCAGCCTCCTTCTGCTTTTGG
CCACTGACTGAGCAGAAGGGCTGAGAAAGTCAGGACACAAGGCCTGTTACTAGC
ACTCA (miR155 FDPS sequence #1; SEQ ID NO: 56)

CATCTCCATGGCTGTACCACCTTGTCGGGACTTTCTCAGCCTCCTTCTGCCTGTTG
AATCTCATGGCAGAAGGAGGCGAGAAAGTCTGACATTTTGGTATCTTTCATCTGA
CCA (miR21 FDPS sequence #1; SEQ ID NO: 57)

GGGCCTGGCTCGAGCAGGGGGCGAGGGATACTTTCTCAGCCTCCTTCTGCTGGTC
CCCTCCCCGCAGAAGGAGGCTGAGAAAGTCCTTCCCTCCCAATGACCGCGTCTTC
GTCG (miR185 FDPS sequence #1; SEQ ID NO: 58)

Combination vectors, as shown generally in Figure 3C are also capable of being produced based on the

miR30 FDPS sequence #1:

AAGGTATATTGCTGTTGACAGTGAGCGACACTTTCTCAGCCTCCTTCTGCGTGAA
GCCACAGATGGCAGAAGGAGGCTGAGAAAGTGCTGCCTACTGCCTCGGACTTCA
AGGGGCT (SEQ ID NO: 53)

miR155 CDA47 target sequence #1:
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CCTGGAGGCTTGCTGAAGGCTGTATGCTGTTATCCATCTTCAAAGAGGCAGTTTT
GGCCACTGACTGACTGCCTCTTAAGATGGATAACAGGACACAAGGCCTGTTACTA
GCACTCA (SEQ ID NO: 82)

miR21 cMyc sequence:

CATCTCCATGGCTGTACCACCTTGTCGGGTGTTCGCCTCTTGACATTCTCCTGTTG
AATCTCATGGAGAATGTCAAGGGCGAACACTGACATTTTGGTATCTTTCATCTGA
CCA (SEQ ID NO: 83)

Example 3. Materials and Methods for FDPS

[0126] Inhibitory RNA Design: The sequence of Homo sapiens farnesyl diphosphate synthase (FDPS), transcript
variant 1, mRNA (NM_002004.3) was used to search for potential SIRNA or shRNA candidates to knockdown FDPS
levels in human cells. Potential RNA interference sequences were chosen from candidates selected by siRNA or shRNA
design programs such as from the Broad Institute or the BLOCK-iT™ RNAi Designer from Thermo Scientific. A shRNA
sequence may be inserted into a lentiviral vector after a RNA polymerase Ill promoter such as HI, U6, or 7SK to regulate
shRNA expression. The RNA sequence may also be embedded within a microRNA backbone to allow for expression
by a RNA polymerase || promoter such as CMV or EF-1 alpha. The RNA sequence may also be synthesized as a siRNA
oligonucleotide and utilized independently of a lentiviral vector.

[0127] Vector Construction: For FDPS shRNA, oligonucleotide sequences containing BamHI and EcoRI restriction
sites were synthesized by MWG operon. Oligonucleotide sequences were annealed by incubation at 70 degrees Celsius
and cooling to room temperature. Annealed oligonucleotides were digested with the restriction enzymes BamHI| and
EcoRI for one hour at 37 degrees Celsius and then the enzymes were heat-inactivated at 70 degrees Celsius for 20
minutes. In parallel, the lentiviral vector was digested with the restriction enzymes BamHI and EcoRI for one hour at 37
degrees Celsius. The digested lentiviral vector was purified by agarose gel electrophoresis and extracted from the gel
using a DNA gel extraction kit from Invitrogen. The DNA concentration was determined and the vector to oligo sequence
was ligated in the ratio 3:1 insert to vector. The ligation reaction was carried out with T4 DNA ligase for 30 minutes at
room temperature. 2.5 microliters of the ligation mix was added to 25 microliters of STBL3 competent bacterial cells.
Transformation was carried out by heat-shock at 42 degrees Celsius. Bacterial cells were streaked onto agar plates
containing ampicillin and then colonies were expanded in LB broth. To check for insertion of the oligo sequences, plasmid
DNA was extracted from harvested bacteria cultures with the Invitrogen DNA mini prep kit. Insertion of the shRNA
sequence in the lentiviral vector was verified by DNA sequencing using a specific primer for which every promoter is
used to regulate shRNA expression. The lentiviral vectors containing a correct FDPS sequence were then used to
package lentiviral particles to test for their ability to knockdown FDPS. Mammalian cells were transduced with lentiviral
particles either in the presence or absence of polybrene. Cells were collected after 2-4 days and protein and RNA was
analyzed for FDPS expression.

[0128] Functional Assay for mRNA reduction: The effect of different FDPS short homology RNA (shRNA) targeting
sequences on FDPS expression was determined by measuring mRNA expression. HepG2 hepatocellular carcinoma
cells were transduced with a lentiviral vector containing FDPS shRNA sequences. After 48 hours, cells were lysed and
RNA was extracted using the RNeasy mini kit from Qiagen. cDNA was then synthesized from RNA using SuperScript
VILO from Invitrogen. The samples were then analyzed by quantitative RT-PCR using an Applied Biosystems StepOne
PCR machine. FDPS expression was detected with SYBR Green from Invitrogen using the forward primer (5-AGGAATT-
GATGGCGAGAAGG-3’) (SEQ ID NO: 59) and reverse primer (5-CCCAAAGAGGTCAAGGTAATCA-3’) (SEQ ID NO:
60) with standard conditions for polymerase chain reaction analysis. The samples were normalized to the mRNA for
beta-actin gene expression using the forward primer (5-AGCGCGGCTACAGCTTCA-3’) (SEQ ID NO: 61) and reverse
primer (5-GGCGACGTAGCACAGCTTCT-3’) (SEQ ID NO: 62) with standard conditions for polymerase chain reaction
analysis. The relative expression of FDPS was determined by its Ct value normalized to the level of actin for each sample.
[0129] Functional Assay for tumor cells modified by LV-FDPS and used to activate cytokine production in human
gamma delta T cells: The LV-FDPS vector was also used to treat tumor cells that were then exposed to primary human
gamma delta T cells from healthy donors. Combined treatment of tumor cell line with both aminobisphosphonate and
vector that suppresses farnesyl pyrophosphate synthase (FDPS) has a synergistic effect on gammadelta T cell production
of TNF-alpha. THP1 monocytoid tumor cell line (A) or HepG2 monocytoid tumor cell line (B) were treated with lentiviral
control vectors (LV-Control), lentiviral vectors expressing shRNA to down regulate FDPS (LV-FDPS), zoledronic acid
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(Zol), zoledronic acid plus lentiviral control (Zol+LV-Control), or zoledronic acid plus lentiviral vectors expressing shRNA
to down regulate FDPS (Zol+LV-FDPS). Treated cells were mixed with gamma delta T cells at 1:1 ratio for 4 hours.
TNF-alpha production by gamma delta T cells was detected by intracellular staining and flow cytometry.

[0130] Functional Assay fortumor cells modified by LV-FDPS and used to activate tumor cell killing by human gamma
delta T cells: Monocytoid tumor cells (THP-1) were transduced with lentivirus vector that suppresses FDPS mRNA, then
used to activate tumor cell cytotoxicity in normal human gamma delta T cells. The activated gamma delta T cells were
recovered after 4 hours of exposure to transduced THP-1 cells, then used in a cytotoxicity assay to kill unmodified THP-
1. When gamma delta T cells were stimulated with a combination of transduced THP-1 cells and 10 micromolar zoledronic
acid, >70% killing of THP-1 was observed at a ratio of 4 gamma delta T cells to 1 THP-1 cell.

Experimental Data for FDPS

[0131] The FDPS shRNA sequences depicted in Table 2 were utilized in the experiments described herein. Further,
the sequences detailed in Table 2 can be used in the therapeutic vectors detailed herein.

Table 2. FDPS shRNA sequences

Description | shRNA oligonucleotide (sense sequence - loop - antisense sequence SEQ ID NO
FDPS-1 GTCCTGGAGTACAATGCCATTCTCGAGAATGGCATTGTACTCCAGGACTTTTT | 1
FDPS-2 GCAGGATTTCGTTCAGCACTTCTCGAGAAGTGCTGAACGAAATCCTGCTTTTT | 2
FDPS-3 GCCATGTACATGGCAGGAATTCTCGAGAATTCCTGCCATGTACATGGCTTTTT | 3
FDPS-4 GCAGAAGGAGGCTGAGAAAGTCTCGAGACTTTCTCAGCCTCCTTCTGCTTTTT | 4

[0132] Asshown in Figure 4A, the relative expression level of human FDPS following administration of the four different
FDPS shRNA sequences was determined. The most significant inhibition of human FDPS expression was found in the
FDPS-2 and FDPS-4 samples (as shown in Figure 4A, herein).

[0133] Further, as shown in Figure 4B, a lentiviral-based delivery system was used to target FDPS expression. HepG2
human hepatocellular carcinoma cells were infected with lentiviral vectors containing either the H1 promoter and a FDPS
shRNA (SEQ ID NO: 4) sequence or the EF-1alpha promoter and the following miR30-based FDPS sequences:

miR30 FDPS sequence #1:

AAGGTATATTGCTGTTGACAGTGAGCGACACTTTCTCAGCCTCCTTCTGCGTGAA
GCCACAGATGGCAGAAGGAGGCTGAGAAAGTGCTGCCTACTGCCTCGGACTTCA
AGGGGCT (SEQ ID NO: 53)

miR30 FDPS sequence #2:

AAGGTATATTGCTGTTGACAGTGAGCGACACTTTCTCAGCCTCCTTCTGCGTGAA
GCCACAGATGGCAGAAGGGCTGAGAAAGTGCTGCCTACTGCCTCGGACTTCAAG
GGGCT (SEQ ID NO: 54)

[0134] After 48 hours, cells were lysed and an immunoblot was performed using an anti-FDPS (Thermo Scientific)
and an anti-actin (Sigma) antibody for a protein loading control. As shown in Figure 4B, treatment with the FDPS shRNA
significantly decreased FDPS protein expression. Treatment with the miR30-based FDPS sequences decreased FDPS
expression.

[0135] As shown in Figure 5, monocytoid (THP-1) (Figure 5A) or hepatocellular (HepG2) (Figure 5B) cancer cells
transduced with lentivirus containing shRNA capable of suppressing FDPS mRNA activated cytokine expression in
human gamma delta T cells.

[0136] This portion of the Example illustrates that knock-down of FDPS in THP1 monocytic leukemia cells by lentiviral
(LV)-expressing FDPS shRNA (SEQ ID NO: 4; which is also referred to herein as LV-FDPS shRNA #4) stimulates TNF-
o expression in gamma delta T cells, as shown in Figure 5A.
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[0137] THP1 cells (1x105 cells) were transduced with LV-control or LV-FDPS shRNA #4 for 3 days. Two days after
transduction, cells were treated with or without 1M zoledronic acid. After 24 hours, the transduced THP-1 cells were
co-cultured with 5X105 PBMC cells and IL-2 in a round bottom 96 well plate for 4 hours. The PBMC cells were pre-
stimulated with zoledronic acid and IL-2 for 11 days to expand Vy9V&2 T cells. After staining for Vy9Vé2 and TNF-a
using fluorophore-conjugated anti TCR-V$2 and anti-TNF-a antibody, cells were analyzed via flow cytometry. Live cells
were gated, and V52+ and TNF-a+ cells were selected on a dot blot. The activated cytotoxic Vy9Vs2 T cells appeared
in the upper right quadrant of flow cytograms. Without zoledronic acid, LV-control stimulated 3.11% of TNF-a expressing
Vy9V32 T cells and LV-FDPS shRNA #4 stimulated 5%. With zoledronic acid treatment, LV-control stimulated 7.2% of
TNF-a expressing Vy9Vé2 T cells and LV-FDPS shRNA #4 stimulated 56.17%.

[0138] The same conditions were used with HepG2 cells and the following data was generated. Without zoledronic
acid, LV-control stimulated 2.5% of TNF-a expressing Vy9V32 T cells and LV-FDPS shRNA #4 stimulated 3.33%. With
zoledronic acid treatment, LV-control stimulated 9.1% of TNF-a expressing Vy9V32 T cells and LV-FDPS shRNA #4
stimulated 45.7%.

[0139] Further as shownin Figure 6, monocytoid (THP-1) tumor cells transduced with lentivirus capable of suppressing
FDPS mRNA activate tumor cell cytotoxicity in normal human gamma delta T cells.

[0140] This portion of the Example demonstrates results from mixing treated THP-1 monocytoid tumor cells with
cultured human GD T cells, as shown in Figure 6.

[0141] The monocytoid cell line THP-1 was treated with control lentivirus vector (LV), LV suppressing farnesyl diphos-
phate synthase gene expression (LV-FDPS), zoledronic acid (Zol) or combinations. The legend, as shown in Figure 6,
was: lentiviral control vectors (LV-Control), lentiviral vectors expressing microRNA to down regulate FDPS (LV-FDPS),
Zometa (Zol), Zometa plus lentiviral control (Zol+LV-Control), or Zometa plus lentiviral vectors expressing microRNA to
down regulate FDPS (Zol+LV-FDPS).

[0142] Human GD T cells were cultured from an anonymous donor and added to treated THP-1 cellsin 4:1. 2:1 or 1:1
ratios (GD T:THP-1) for 4 hours. Cell killing was measured by a fluorescence assay. When THP-1 cells were treated
with a combination of LV-FDPS and Zol, cytotoxic T cell killing by GD T cells was increased greatly compared to either
treatment alone. When LV-FDPS treatment alone was compared to Zol treatment alone, the LV-FDPS lead to greater
killing but was >3-fold below tumor cell killing after combination treatment. The combined LV-FDPS plus Zol treatment
caused nearly 70% tumor cell killing with 4:1 ratio; this was more than 3-fold higher than the second best treatment (LV-
FDPS alone).

Example 4. Materials and Methods for CD47

[0143] Inhibitory RNA Selection: The sequence of Homo sapiens CD47 molecule (CD47) mRNA (NM_001777) was
used to search for potential sSiRNA or shRNA candidates capable of reducing CD47 levels in human cells. Potential RNA
interference sequences were chosen from candidates selected by siRNA or shRNA design programs such as from the
Broad Institute or the BLOCK-iT™ RNAI Designer from Thermo Scientific. Initially, individual selected shRNA sequences
were inserted into lentiviral vectors immediately 3’ to a RNA polymerase Il promoter such as HI, U6, or 7SK to regulate
shRNA expression. These lentivirus-shRNA constructs were used to transduce cells and measure the change in specific
mRNA levels. The shRNA most potent for reducing mRNA levels were embedded individually within a microRNA back-
bone to allow for expression by either the CMV or EF-1alpha RNA polymerase Il promoters. RNA sequences have also
been synthesized as synthetic siRNA oligonucleotides and introduced directly into cells without using a lentiviral vector.
[0144] Vector Construction: For CD47 shRNA, oligonucleotide sequences containing BamHI and EcoRI restriction
sites were synthesized by Eurofins MWG Operon, LLC. Overlapping sense and antisense oligonucleotide sequences
were mixed and annealed during incubation at 70 degrees Celsius before being cooled to room temperature and extending
the unpaired ends with DNA polymerase before cooling to room temperature. The extension reaction created double
stranded sequences at each end of the oligonucleotide that contain restriction enzyme sites BamHI and EcoRI. The
double stranded oligonucleotides were digested with the restriction enzymes BamHI and EcoRI for one hour at 37
degrees Celsius and the enzymes were heat-inactivated at 70 degrees Celsius for 20 minutes. In parallel, the lentiviral
vector was digested with the restriction enzymes BamHI| and EcoRlI for one hour at 37 degrees Celsius. The digested
lentiviral vector was purified by agarose gel electrophoresis and extracted from the gel using a DNA gel extraction kit
from Invitrogen. The DNA concentrations were determined and vector to oligo (3:1 ratio) were mixed, allowed to anneal,
and ligated. The ligation reaction was performed with T4 DNA ligase for 30 minutes at room temperature. 2.5 microliters
of the ligation mix were added to 25 microliters of STBL3 competent bacterial cells. Transformation was achieved after
heat-shock at 42 degrees Celsius. Bacterial cells were spread on agar plates containing ampicillin and drug-resistant
colonies (indicating the presence of ampicillin-resistance plasmids) were recovered, purified and expanded in LB broth.
To check for insertion of the oligo sequences, plasmid DNA were extracted from harvested bacteria cultures with the
Invitrogen DNA mini prep kit. Insertion of the shRNA sequence in the lentiviral vector was verified by DNA sequencing
using a specific primer for the promoter used to regulate shRNA expression.
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[0145] Functional Assay: The effect of different CD47 shRNA targeting sequences on CD47 expression was determined
by measuring mRNA expression. Hep3B hepatocellular carcinoma cells were transduced with a lentiviral vector containing
CD47 shRNA sequences. After 48 hours, cells were lysed and RNA was extracted using the RNeasy mini kit from
Qiagen. cDNA was then synthesized from RNA using SuperScript VILO from Invitrogen. The samples were then analyzed
by quantitative RT-PCR using an Applied Biosystems StepOne PCR machine. CD47 expression was detected with
SYBR Green from Invitrogen using the forward primer (5-CACTGTCGTCATTCCATGCT-3’) (SEQ ID NO: 63) and
reverse primer (5-GCCTCTTGACATTCTCCTC-3’) (SEQ ID NO: 64). The samples were normalized by measuring actin
expression using the forward primer (5-AGCGCGGCTACAGCTTCA-3’) (SEQID NO:61) andreverse primer (5-AAAGT-
CAGTGGGGACAGTGG-3’) (SEQIDNO: 65). Therelative expression of CD47 was determined by its Ct value normalized
to the level of actin for each sample.

Experimental Data for CD47

[0146] The non-limitingexamples of CD47 shRNA target sequences depicted in Table 3 were utilized in the experiments
described herein. Further, the sequences detailed in Table 3 can be used in the therapeutic vectors detailed herein.

Table 3. CD47 shRNA sequences

Description shRNA oligonucleotide (sense sequence - loop - antisense sequence SEQID NO

CD47 sequence 1 | GGTGAAACGATCATCGAGCCTCGAGGCTCGATGATCGTTTCA 5
CCTTTTT

CDA7 sequence 2 | GCTACTGGCCTTGGTTTAACTCGAGTTAAACCAAGGCCAGTA 6
GCTTTTT

CDA7 sequence 3 | CTCCTTCGTCATTGCCATCTCGAGATGGCAATGACGAAGGA 7
GGTTTTT

CD47 sequence 4 | GCATGGCCCTCTTCTGATTCTCGAGAATCAGAAGAGGGCCAT 8
GCTTTTT

CD47 sequence 5 | GGTGAAACGATCATCGAGCTACTCGAGTAGCTCGATGATCGT 9
TTCACCTTTTT

[0147] Asshown in Figure 7A, the relative expression level of human CD47 following administration of the four different
CD47 shRNA sequences was determined. The most significant inhibition of human CD47 expression was found in the
shCDA47-1 and shCD47-3 samples (as shown in Figure 7A, herein).

[0148] Further, as shownin Figure 7B, a lentiviral-based delivery system was used to target CD47 expression. SNU449
human hepatocellular carcinoma cells were infected with lentiviral vectors containing the following miR155-based CD47
sequences:

miR155 CDA47 target sequence #1:

CCTGGAGGCTTGCTGAAGGCTGTATGCTGTTATCCATCTTCAAAGAGGCAGTTTT
GGCCACTGACTGACTGCCTCTTAAGATGGATAACAGGACACAAGGCCTGTTACTA
GCACTCA (SEQ ID NO: 82)

miR155 CDA47 target sequence #2:

CCTGGAGGCTTGCTGAAGGCTGTATGCTGTTAGCTCGATGATCGTTTCACGTTTTG
GCCACTGACTGACGTGAAACGCATCGAGCTAACAGGACACAAGGCCTGTTACTA
GCACTCA (SEQ ID NO: 66)

miR155 CDA47 target sequence #3:
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CCTGGAGGCTTGCTGAAGGCTGTATGCTGAAGAATGGCTCCAACAATGACGTTTT
GGCCACTGACTGACGTCATTGTGAGCCATTCTTCAGGACACAAGGCCTGTTACTA
GCACTCA (SEQ ID NO: 67)

miR155 CDA47 target sequence #4:

CCTGGAGGCTTGCTGAAGGCTGTATGCTGTATACACGCCGCAATACAGAGGTTTT
GGCCACTGACTGACCTCTGTATCGGCGTGTATACAGGACACAAGGCCTGTTACTA
GCACTCA (SEQ ID NO: 68)

[0149] As shown in Figure 7B, treatment with the CD47 shRNA significantly decreased FDPS protein expression.
Treatment with the miR155-based CD47 sequences significant decreased CD47 expression.

Example 5. Materials and Methods for cMyc

[0150] Inhibitory RNA Design: The mRNA sequence of Homo sapiens v-myc avian myelocytomatosis viral oncogene
homolog (MYC) (NM_002467.4) was used to screen for potential shRNA candidates to knock-down MYC expression
in hepatocellular cell lines. We obtained five MYC shRNA sequences which can reduce MYC expression. Potential RNA
interference sequences were chosen from candidates selected by siRNA or shRNA design programs such as from the
Broad Institute or the BLOCK-iT™ RNAi Designer from Thermo Scientific. A shRNA sequence may be inserted into a
lentiviral vector after a RNA polymerase Ill promoter such as HI, U6, or 7SK to regulate shRNA expression. The RNA
sequence may also be embedded within a microRNA backbone to allow for expression by a RNA polymerase Il promoter
such as CMV or EF-1 alpha. The RNA sequence may also be synthesized as a siRNA oligonucleotide and utilized
independently of a lentiviral vector.

[0151] Vector Construction: For cMyc shRNA, oligonucleotide sequences containing BamHI and EcoRI restriction
sites were synthesized by MWG operon. Oligonucleotide sequences were annealed by incubation at 70 degrees Celsius
and cooling to room temperature. Annealed oligonucleotides were digested with the restriction enzymes BamHI| and
EcoRI for one hour at 37 degrees Celsius and then the enzymes were heat-inactivated at 70 degrees Celsius for 20
minutes. In parallel, the lentiviral vector was digested with the restriction enzymes BamHI and EcoRI for one hour at 37
degrees Celsius. The digested lentiviral vector was purified by agarose gel electrophoresis and extracted from the gel
using a DNA gel extraction kit from Invitrogen. The DNA concentration was determined and the vector to oligo sequence
was ligated in the ratio 3:1 insert to vector. The ligation reaction was carried out with T4 DNA ligase for 30 minutes at
room temperature. 2.5 microliters of the ligation mix was added to 25 microliters of STBL3 competent bacterial cells.
Transformation was carried out by heat-shock at 42 degrees Celsius. Bacterial cells were streaked onto agar plates
containing ampicillin and then colonies were expanded in LB broth. To check for insertion of the oligo sequences, Plasmid
DNA was extracted from harvested bacteria cultures with the Invitrogen DNA mini prep kit. Insertion of the shRNA
sequence in the lentiviral vector was verified by DNA sequencing using a specific primer for which ever promoter is used
to regulate shRNA expression. The lentiviral vectors containing a correct cMyc sequence were then used to package
lentiviral particles to test for their ability to knockdown FDPS. Mammalian cells were transduced with lentiviral particles
either in the presence or absence of polybrene. Cells were collected after 2-4 days and protein and RNA was analyzed
for cMyc expression.

[0152] Functional Assay: The effect of different cMyc shRNA targeting sequences on cMyc expression was determined
by measuring mRNA expression. HepG2 hepatocellular carcinoma cells were transduced with a lentiviral vector con-
taining cMyc shRNA sequences. After 48 hours, cells were lysed and RNA was extracted using the RNeasy mini kit
from Qiagen. cDNA was then synthesized from RNA using SuperScript VILO from Invitrogen. The samples were then
analyzed by quantitative PCR using an Applied Biosystems StepOne PCR machine. cMyc expression was detected
with SYBR Green from Invitrogen using the forward primer (5’-GGACTATCCTGCTGCCAA-3’) (SEQ ID NO: 69) and
reverse primer (5-GCCTCTTGACATTCTCCTC-3’) (SEQ ID NO: 64). The samples were normalized by measuring actin
expression using the forward primer (5-AGCGCGGCTACAGCTTCA-3’) (SEQ ID NO: 61) and reverse primer (5'-
GGCGACGTAGCACAGCTTCT-3’) (SEQ ID NO: 62). The relative expression of cMyc was determined by its Ct value
normalized to the level of actin for each sample.
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Experimental Data for cMyc

[0153] The non-limiting examples of cMyc shRNA sequences depicted in Table 4 below were utilized in the experiments
described herein.

Table 4. cMyc shRNA sequences

Description shRNA oligonucleotide (sense sequence - loop - antisense sequence SEQ
ID
NO

cMyc shRNA GCTTCACCAACAGGAACTATGCTCGAGCATAGTTCCTGTTGGTGAAG 10

Sequence 1 CTTTT

cMyc shRNA GCGAACACACAACGTCTTGGACTCGAGTCCAAGACGTTGTGTGTTC 1

Sequence 2 GCTTTT

cMyc shRNA GACATGGTGAACCAGAGTTTCCTCGAGGAAACTCTGGTTCACCATGT 12

Sequence 3 CTTTTT

cMyc shRNA GAGAATGTCAAGAGGCGAACACTCGAGTGTTCGCCTCTTGACATTCT 13

Sequence 4 CTTTTT

cMyc shRNA GCTCATTTCTGAAGAGGACTTCTCGAGAAGTCCTCTTCAGAAATGAG 14

Sequence 5 CTTTTT

[0154] As shown in Figure 8A, the relative expression level of human cMyc following administration of the five different
cMyc shRNA sequences was determined. The most significant inhibition of human cMyc expression was found in the
myc-2 sample (as shown in Figure 8A, herein).

[0155] Further, as shown in Figure 8B, SNU449 human hepatocellular carcinoma cells were infected with lentiviral
vectors containing either the following miR-based cMYC sequences or a cMyc shRNA:

miR155 cMyc sequence:

CCTGGAGGCTTGCTGAAGGCTGTATGCTGTGTTCGCCTCTTGACATTCTCTTTIGG
CCACTGACTGAGAGAATGTAGAGGCGAACACAGGACACAAGGCCTGTTACTAGC
ACTCA (SEQ ID NO: 70)

miR21 cMyc sequence:

CATCTCCATGGCTGTACCACCTTGTCGGGTGTTCGCCTCTTGACATTCTCCTGTTG
AATCTCATGGAGAATGTCAAGGGCGAACACTGACATTTTGGTATCTTTCATCTGA
CCA (SEQ ID NO: 83)

[0156] The above two cMyc sequences were generated using the below target sequence:

cMyc target sequence:
GAGAATGTCAAGAGGCGAACA (SEQ ID NO: 71)

cMyc shRNA sequence:
GAGAATGTCAAGAGGCGAACACTCGAGTGTTCGCCTCTTGACATTCTCTTTTT (SEQ ID NO: 13)

[0157] After 48 hours, cells were lysed and an immunoblot was performed using an anti-cMyc (Santa Cruz) and an
anti-actin (Sigma) antibody for a protein loading control. As shown in Figure 8B, treatment with the cMyc shRNA signif-
icantly decreased cMyc protein expression. Treatment with the miR-based cMyc sequences also decreased cMyc ex-
pression.
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Example 6. In vivo treatment with FDPS-shRNA and zoledronic acid

[0158] Protocol overview for co-administration of LV-shRNA-FDPS (farnesyl diphosphate synthase) with or without
zoledronic acid in mice implanted with human prostate cancer cell line PC3. Tumor cells were cultured in vitro, then
transduced with lentivirus vector control with a scrambled sequence (nonfunctional) shRNA insert and an expression
cassette forfirefly luciferase, or LV-FDPS with a shRNA capable of reducing expression of FDPS mRNA and an expression
cassette for firefly luciferase. The transduced tumor cells were implanted on the flank of immune deficient mice by
subcutaneous injection. Once tumors reached approximately 200 mm3 volume, all mice receive a single dose of zoledronic
acid (100 micrograms per kilogram body weight, which is similar to a standard human dose) in saline. 7 days after
zoledronic acid injection, an imaging study was repeated to measure volume and photon intensity of individual tumors.
[0159] The LV-FDPS vector designed, developed, and utilized in this Example is shown diagrammatically in Figure
9. The LV-FDPS vector was developed using the methods and materials described herein. The following sequences
were used and, as described below, a CMV GFP T2A luciferase sequence was generated and introduced into the
therapeutic vector.

[0160] CMYV promoter sequence:

ATTATGCCCAGTACATGACCTTATGGGACTTTCCTACTTGGCAGTACATCTACGT
ATTAGTCATCGCTATTACCATGGTGATGCGGTTTTGGCAGTACATCAATGGGCGT
GGATAGCGGTTTGACTCACGGGGATTTCCAAGTCTCCACCCCATTGACGTCAATG
GGAGTTTGTTTTGGCACCAAAATCAACGGGACTTTCCAAAATGTCGTAACAACTC
CGCCCCATTGACGCAAATGGGCGGTAGGCGTGTACGGTGGGAGGTTTATATAAG
CAGAGCTCGTTTAGTGAACCGTCAGATCGCCTGGAGACGCCATCCACGCTGTTTT
(SEQ ID NO: 72)

[0161] GFP T2A Luciferase sequence:

30



10

15

20

25

30

35

40

45

50

55

EP 3 426 777 B1

ATGCCCGCCATGAAGATCGAGTGCCGCATCACCGGCACCCTGAACGGCGTGGAG
TTCGAGCTGGTGGGCGGCGGAGAGGGCACCCCCGAGCAGGGCCGCATGACCAAC
AAGATGAAGAGCACCAAAGGCGCCCTGACCTTCAGCCCCTACCTGCTGAGCCAC
GTGATGGGCTACGGCTTCTACCACTTCGGCACCTACCCCAGCGGCTACGAGAACC
CCTTCCTGCACGCCATCAACAACGGCGGCTACACCAACACCCGCATCGAGAAGT
ACGAGGACGGCGGCGTGCTGCACGTGAGCTTCAGCTACCGCTACGAGGCCGGCC
GCGTGATCGGCGACTTCAAGGTGGTGGGCACCGGCTTCCCCGAGGACAGCGTGA
TCTTCACCGACAAGATCATCCGCAGCAACGCCACCGTGGAGCACCTGCACCCCAT
GGGCGATAACGTGCTGGTGGGCAGCTTCGCCCGCACCTTCAGCCTGCGCGACGG
CGGCTACTACAGCTTCGTGGTGGACAGCCACATGCACTTCAAGAGCGCCATCCAC
CCCAGCATCCTGCAGAACGGGGGCCCCATGTTCGCCTTCCGCCGCGTGGAGGAG
CTGCACAGCAACACCGAGCTGGGCATCGTGGAGTACCAGCACGCCTTCAAGACC
CCCATCGCCTTCGCCAGATCTCGAGATATCAGCCATGGCTTCCCGCCGGCGGTGG
CGGCGCAGGATGATGGCACGCTGCCCATGTCTTGTGCCCAGGAGAGCGGGATGG
ACCGTCACCCTGCAGCCTGTGCTTCTGCTAGGATCAATGTGACCGGTGAGGGCAG
AGGAAGTCTTCTAACATGCGGTGACGTGGAGGAGAATCCCGGCCCTTCCGGTAT
GGAAGACGCCAAAAACATAAAGAAAGGCCCGGCGCCATTCTATCCGCTAGAGGA
TGGAACCGCTGGAGAGCAACTGCATAAGGCTATGAAGAGATACGCCCTGGTTCC
TGGAACAATTGCTTTTACAGATGCACATATCGAGGTGAACATCACGTACGCGGA
ATACTTCGAAATGTCCGTTCGGTTGGCAGAAGCTATGAAACGATATGGGCTGAAT
ACAAATCACAGAATCGTCGTATGCAGTGAAAACTCTCTTCAATTCTTTATGCCGG
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TGTTGGGCGCGTTATTTATCGGAGTTGCAGTTGCGCCCGCGAACGACATTTATAA
TGAACGTGAATTGCTCAACAGTATGAACATTTCGCAGCCTACCGTAGTGTTTGTT
TCCAAAAAGGGGTTGCAAAAAATTTTGAACGTGCAAAAAAAATTACCAATAATC
CAGAAAATTATTATCATGGATTCTAAAACGGATTACCAGGGATTTCAGTCGATGT
ACACGTTCGTCACATCTCATCTACCTCCCGGTTTTAATGAATACGATTTTGTACCA
GAGTCCTTTGATCGTGACAAAACAATTGCACTGATAATGAACTCCTCTGGATCTA
CTGGGTTACCTAAGGGTGTGGCCCTTCCGCATAGAACTGCCTGCGTCAGATTCTC
GCATGCCAGAGATCCTATTTTTGGCAATCAAATCATTCCGGATACTGCGATTTTA
AGTGTTGTTCCATTCCATCACGGTTTTGGAATGTTTACTACACTCGGATATTTGAT
ATGTGGATTTCGAGTCGTCTTAATGTATAGATTTGAAGAAGAGCTGTTTTTACGA
TCCCTTCAGGATTACAAAATTCAAAGTGCGTTGCTAGTACCAACCCTATTTTCATT
CTTCGCCAAAAGCACTCTGATTGACAAATACGATTTATCTAATTTACACGAAATT
GCTTCTGGGGGCGCACCTCTTTCGAAAGAAGTCGGGGAAGCGGTTGCAAAACGC
TTCCATCTTCCAGGGATACGACAAGGATATGGGCTCACTGAGACTACATCAGCTA
TTCTGATTACACCCGAGGGGGATGATAAACCGGGCGCGGTCGGTAAAGTTGTTCC
ATTTTTTGAAGCGAAGGTTGTGGATCTGGATACCGGGAAAACGCTGGGCGTTAAT
CAGAGAGGCGAATTATGTGTCAGAGGACCTATGATTATGTCCGGTTATGTAAACA
ATCCGGAAGCGACCAACGCCTTGATTGACAAGGATGGATGGCTACATTCTGGAG
ACATAGCTTACTGGGACGAAGACGAACACTTCTTCATAGTTGACCGCTTGAAGTC
TTTAATTAAATACAAAGGATACCAGGTGGCCCCCGCTGAATTGGAGTCGATATTG
TTACAACACCCCAACATCTTCGACGCGGGCGTGGCAGGTCTTCCCGACGATGACG
CCGGTGAACTTCCCGCCGCCGTTGTTGTTTTGGAGCACGGAAAGACGATGACGGA
AAAAGAGATCGTGGATTACGTCGCCAGTCAAGTAACAACCGCGAAAAAGTTGCG
CGGAGGAGTTGTGTTTGTGGACGAAGTACCGAAAGGTCTTACCGGAAAACTCGA
CGCAAGAAAAATCAGAGAGATCCTCATAAAGGCCAAGAAGGGCGGAAAGTCCA
AATTGTAA (SEQ ID NO: 73)

[0162] HI promoter sequence:

GAACGCTGACGTCATCAACCCGCTCCAAGGAATCGCGGGCCCAGTGTCACTAGG
CGGGAACACCCAGCGCGCGTGCGCCCTGGCAGGAAGATGGCTGTGAGGGACAGG
GGAGTGGCGCCCTGCAATATTTGCATGTCGCTATGTGTTCTGGGAAATCACCATA
AACGTGAAATGTCTTTGGATTTGGGAATCTTATAAGTTCTGTATGAGACCACTT
(SEQ ID NO: 15)
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LV FDPS GFP T2A Luc construction:

[0163] The pGF-1 plasmid (System Biosciences) containing the CMV GFP T2A luciferase sequence was digested
with Clal and KPN1 and the LV-H1-shFDPS plasmid was digested with BstBl and Kpnl restriction enzymes (NEB). The
DNA was electrophoresed on a 1% agarose gel and the DNA fragments were extracted with a DNA gel extraction kit
(Thermo Scientific). The two fragments were ligated with T4 DNA ligase (NEB) and transformed into STBL3 bacteria
(Thermo Scientific). Plasmid DNA was extracted from bacteria with a plasmid DNA mini prep kit (Thermo Scientific) and
the sequence was verified by DNA sequencing (Eurofins Genomics).

Detailed experimental protocol:

[0164] Day -19: 175 ml flask grown confluently yields 1.87 x 107 ml of PC3 cells; 75 ml flask grown confluently yields
7.5 X 108 ml of PC3 cells.

[0165] Day -7: Thaw and grow PC3 cells

[0166] Day -4: Material Preparation and Delivery. Prepare lenti-vector control and lenti-shRNA-FDPS transduced PC3
cells.

1. In a 75 ml of flask, 50 % confluent PC3 cells, add 12 pl of lenti-control + 8 pl of polybrene, incubate for 5 min.
then mix with 4 ml of RPMI-10, and cover the surface of PC3 cells.

2. Ina 75 ml of flask, 50 % confluent PC3 cell, add 20 pl of lenti-FDPS + 8 pl of polybrene, incubate for 5 min. then
mix with 4 ml of RPMI-10, and cover the surface of PC3 cells.

3. Incubate transduced cells at 37°C for 8 hr. Add 6 ml of RPMI-10 for overnight culture.

[0167] Day -2: Trypsinize 75 ml transduced PC3 cells (confluent 7.5 X 1086 cells) and transfer to 175 ml Flask.
[0168] Day 0: Material Preparation and Delivery

1. Trypsinize the 80 % confluent lenti-vector and lenti-FDPS transduced PC3 cells separately and count cells .

lenti-vector: 1.5 X 108 cells (50 X 3 X 106/5 ml) 15 flask
lenti-FDPS: 1.5 X 108 cells (50 X 3 X 108/5 ml) 20 flask

2. Resuspend lenti-vector and lenti-FDPS transduced PC3 cells in RPMI without FBS, make the final concentration
in 3 X 108 cells/ 100 pl

Material: 1) 5 ml of PC3-Lenti-vector cells (total 150 X 108 cells) in RPMI without FBS; 11) 5 ml of PC3-Lenti-FDPS
cells (total 150 X 106 cells) in RPMI without FBS.

[0169] Day 0: Subcutaneous injection of PC3 cells. Group | (2 NOD/SCID mice): 0.15 ml of PC3-Lenti-vector cells
(0.1 mL of 3 X 108 Lenti-vector in RPMI without FBS + 0.05 mL of Matrigel) are subcutaneously inoculated into either
the right or left flanks of mice (total 5 ml enough for 50 mice). Group Il (3 NOD/SCID mice): 0.15 ml of PC3-Lenti-FDPS
KD (0.1 mL of 3 X 108 Lenti-vector in DMEM without FBS + 0.05 mL of Matrigel) are subcutaneously inoculated either
the right or left flanks of mice (total 5 ml enough for 50 mice).

[0170] Day 8: Monitor tumor. Tumor is palpable in the first few days after implantation. Determine tumor size by
measuring the perpendicular diameters of tumor with calipers. Tumor size is calculating by following measurement:
Tumor volume (mm3) = d2 (d= the shortest diameter) X D/2 (D= the longest diameter). Perform bioluminescence imaging
to demonstrate tumor location, size and photon intensity as a measure of lentivirus expression of the firefly luciferase gene.
[0171] Day 14: Intraperitoneal injection of 100 pg/ml of zoledronic acid (Zol) or PBS to mice when tumor size reaches
200~300 mm3,

[0172] Day 22: Imaging study to measure tumor size.

[0173] Effects of LV-shRNA-FDPS with or without zoledronic acid on PC3 tumor growth in NOD/SCID mice. Mice were
designated Scr (for scrambled vector control) or KO for LV-shRNA-FDPS. LV used for this study all express the biolu-
minescence marker firefly luciferase to enable direct visualization of transduced cells and their growth. A bioluminescence
imaging study on Day 8 determined the average tumor sizes prior to zoledronic acid treatment (Figure 10A). The photon
intensity for tumors was measured with a CCD light capture system. The average size of tumor in the Scr animals was
slightly larger than was found in the KO animals (Figure 10B) but differences were not significant.

[0174] 6 days after treatment with zoledronic acid (all animals received zoledronic acid by intraperitoneal injection),
the imaging study was repeated. Tumor size and location for Scr animals (Figure 10C) was similar to earlier observations
but there were notable differences in tumor size for animals in the KO group. Tumor volume was reduced sharply in
KO#1 and KO#3, and tumor was no longer present in KO#2. Comparing the average photon intensities for Scr and KO
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groups (Figure 10D) revealed a substantial difference with the greatest change seen in the KO group.

[0175] These datashow thatLV-shRNA-FDPS has a small but detectable impact on growth of PC3 tumorsin NOD/SCID
mice. When combined with a single dose of zoledronic acid, the effect was magnified and eradication of LV-shRNA-
FDPS transduced cells was achieved in one case. Thus, light-emitting transduced cells decreased by zoledronic acid
only if the LV expressed a shRNA-FDPS. The reduction in tumor mass was not attributable to zoledronic acid treatment
because animals with tumors transduced with scrambled control LV showed little or no change in tumor mass after
zoledronic acid treatment.

[0176] The key to tumor reduction was the combined effect of LV-shRNA-FDPS reducing the levels of FDPS enzyme
expression and zoledronic acid inhibiting any residual FDPS activity. As expected, the zoledronic acid was not toxic or
mice and had no apparent effects other than reducing tumor mass when combined with LV-shRNA-FDPS. Zoledronic
acid is a safe and effective treatment in humans where it is given in high bolus doses or as a chronic therapy for bone
demineralization disorders including osteoporosis.

[0177] The disclosure of the example embodiments is intended to be illustrative, but not limiting, of the scope of the
inventions, which are set forth in the following claims and their equivalents. Although example embodiments of the
inventions have been described in some detail for purposes of clarity of understanding, it will be apparent that certain
changes and modifications can be practiced within the scope of the following claims. In the following claims, elements
and/or steps do not imply any particular order of operation, unless explicitly stated in the claims or implicitly required by
the disclosure.

Sequences

[0178] The following sequences are referred to herein:

SEQ Description Sequence

Il\IlDO:

L EquZSe ;:5;‘1‘\ GTCCTGGAGTACAATGCCATTCTCGAGAATGGCATTG
TACTCCAGGACTTTTT

2 EquZSe ;:5;‘2‘\ GCAGGATTTCGTTCAGCACTTCTCGAGAAGTGCTGAA
CGAAATCCTGCTTTTT

3 EquZSe ;::;‘3‘\ GCCATGTACATGGCAGGAATTCTCGAGAATTCCTGCC
ATGTACATGGCTTTTT

4 EquZSe ;::;LA GCAGAAGGAGGCTGAGAAAGTCTCGAGACTTTCTCA
GCCTCCTTCTGCTTTTT

5 gef;t?es::;'f\ GGTGAAACGATCATCGAGCCTCGAGGCTCGATGATCG
TTTCACCTTTTT

6 S;tiﬁ::;‘? GCTACTGGCCTTGGTTTAACTCGAGTTAAACCAAGGC
CAGTAGCTTTTT

/ gef;ferf::;‘;\ CCTCCTTCGTCATTGCCATCTCGAGATGGCAATGACG
AAGGAGGTTTTT

8 gef;t;f::;'f GCATGGCCCTCTTCTGATTCTCGAGAATCAGAAGAGG
GCCATGCTTTTT

9 S;t;f::;‘? GGTGAAACGATCATCGAGCTACTCGAGTAGCTCGATG
ATCGTTTCACCTTTTT

10 ZZ”JS;TZZ? GCTTCACCAACAGGAACTATGCTCGAGCATAGTTCCT
GTTGGTGAAGCTTTT
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(continued)

SEQ
ID
NO:

Description

Sequence

11

cMyc shRNA
sequence #2

GCGAACACACAACGTCTTGGACTCGAGTCCAAGACGT
TGTGTGTTCGCTTTT

12

cMyc shRNA
sequence #3

GACATGGTGAACCAGAGTTTCCTCGAGGAAACTCTGG
TTCACCATGTCTTTTT

13

cMyc shRNA
sequence #4

GAGAATGTCAAGAGGCGAACACTCGAGTGTTCGCCTC
TTGACATTCTCTTTTT

14

cMyc shRNA
sequence #5

GCTCATTTCTGAAGAGGACTTCTCGAGAAGTCCTCTT
CAGAAATGAGCTTTTT

15

HI promoter

GAACGCTGACGTCATCAACCCGCTCCAAGGAATCGCG
GGCCCAGTGTCACTAGGCGGGAACACCCAGCGCGCG
TGCGCCCTGGCAGGAAGATGGCTGTGAGGGACAGGG
GAGTGGCGCCCTGCAATATTTGCATGTCGCTATGTGT
TCTGGGAAATCACCATAAACGTGAAATGTCTTTGGAT
TTGGGAATCTTATAAGTTCTGTATGAGACCACTT

16

U6 promoter

GAGGGCCTATTTCCCATGATTCCTTCATATTTGCATAT
ACGATACAAGGCTGTTAGAGAGATAATTGGAATTAAT
TTGACTGTAAACACAAAGATATTAGTACAAAATACGT
GACGTAGAAAGTAATAATTTCTTGGGTAGTTTGCAGT

TTTAAAATTATGTTTTAAAATGGACTATCATATGCTTA
CCGTAACTTGAAAGTATTTCGATTTCTTGGCTTTATAT

ATCTTGTGGAAAGGACGAAACACC

17

7SK promoter

CTGCAGTATTTAGCATGCCCCACCCATCTGCAAGGCA
TTCTGGATAGTGTCAAAACAGCCGGAAATCAAGTCCG
TTTATCTCAAACTTTAGCATTTTGGGAATAAATGATAT
TTGCTATGCTGGTTAAATTAGATTTTAGTTAAATTTCC
TGCTGAAGCTCTAGTACGATAAGCAACTTGACCTAAG
TGTAAAGTTGAGATTTCCTTCAGGTTTATATAGCTTGT
GCGCCGCCTGGCTACCTC
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(continued)

SEQ
ID
NO:

Description

Sequence

18

CAG enhancer

TAGTTATTAATAGTAATCAATTACGGGGTCATTAGTT
CATAGCCCATATATGGAGTTCCGCGTTACATAACTTA
CGGTAAATGGCCCGCCTGGCTGACCGCCCAACGACCC
CCGCCCATTGACGTCAATAATGACGTATGTTCCCATA
GTAACGCCAATAGGGACTTTCCATTGACGTCAATGGG
TGGACTATTTACGGTAAACTGCCCACTTGGCAGTACA
TCAAGTGTATCATATGCCAAGTACGCCCCCTATTGAC
GTCAATGACGGTAAATGGCCCGCCTGGCATTATGCCC
AGTACATGACCTTATGGGACTTTCCTACTTGGCAGTA
CATCTACGTATTAGTCATC

19

CAG promoter

GCTATTACCATGGGTCGAGGTGAGCCCCACGTTCTGC
TTCACTCTCCCCATCTCCCCCCCCTCCCCACCCCCAAT
TTTGTATTTATTTATTTTTTAATTATTTTGTGCAGCGAT
GGGGGCGGGGEEGEGEGEGEGEGEGEGECECECGCCAGGCGGG
GCGGGGCGGGGCGAGGGGCGGGEECGGGGCGAGGCG
GAGAGGTGCGGCGGCAGCCAATCAGAGCGGCGCGCT
CCGAAAGTTTCCTTTTATGGCGAGGCGGCGGCGGCGG
CGGCCCTATAAAAAGCGAAGCGCGCGGCGGGCG

20

chicken beta actin
intron

GGAGTCGCTGCGTTGCCTTCGCCCCGTGCCCCGCTCC
GCGCCGCCTCGCGCCGCCCGCCCCGGCTCTGACTGAC
CGCGTTACTCCCACAGGTGAGCGGGCGGGACGGCCCT
TCTCCTCCGGGCTGTAATTAGCGCTTGGTTTAATGAC
GGCTCGTTTCTTTTCTGTGGCTGCGTGAAAGCCTTAAA
GGGCTCCGGGAGGGCCCTTTGTGCGGGGGGGAGCGG

36




10

15

20

25

30

35

40

45

50

55

EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

CTCGGGGGGTGCGTGCGTGTGTGTGTGCGTGGGGAGC
GCCGCGTGCGGCCCGCGCTGCCCGGCGGCTGTGAGCG
CTGCGGGCGCGGCGCGGGECTTTGTGCGCTCCGCGTG
TGCGCGAGGGGAGCGCGGCCGGGGGCGGETGCCCCGC
GGTGCGGGGGGGCTGCGAGGGGAACAAAGGCTGCGT
GCGGGGTGTGTGCGTGGGGGGGTGAGCAGGGGGTGT
GGGCGCGGCGGTCGGGCTGTAACCCCCCCCTGCACCC
CCCTCCCCGAGTTGCTGAGCACGGCCCGGCTTCGGGT
GCGGGGCTCCGTGCGGGGCGTGGCGCGGGEECTCGCC
GTGCCGGGCGGGGGGETGGCGGCAGGTGGGGGTGCCG
GGCGGGGCGGGGECCGCCTCGGGCCGGGGAGGGCTCG
GGGGAGGGGCGCGGCGEGECCCCGGAGCGCCGGCGGCT
GTCGAGGCGCGGCGAGCCGCAGCCATTGCCTTTTATG
GTAATCGTGCGAGAGGGCGCAGGGACTTCCTTTGTCC
CAAATCTGGCGGAGCCGAAATCTGGGAGGCGCCGCC
GCACCCCCTCTAGCGGGCGCGGGCGAAGCGGTGCGG
CGCCGGCAGGAAGGAAATGGGCGGGGAGGGCCTTCG
TGCGTCGCCGCGCCGCCGTCCCCTTCTCCATCTCCAGC
CTCGGGGCTGCCGCAGGGGGACGGCTGCCTTCGGGG
GGGACGGGGCAGGGCGGGGTTCGGCTTCTGGCGTGT
GACCGGCGG
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(continued)

SEQ
ID
NO:

Description

Sequence

21

HIV gag

ATGGGTGCGAGAGCGTCAGTATTAAGCGGGGGAGAA
TTAGATCGATGGGAAAAAATTCGGTTAAGGCCAGGG
GGAAAGAAAAAATATAAATTAAAACATATAGTATGG
GCAAGCAGGGAGCTAGAACGATTCGCAGTTAATCCT
GGCCTGTTAGAAACATCAGAAGGCTGTAGACAAATA
CTGGGACAGCTACAACCATCCCTTCAGACAGGATCAG
AAGAACTTAGATCATTATATAATACAGTAGCAACCCT
CTATTGTGTGCATCAAAGGATAGAGATAAAAGACAC
CAAGGAAGCTTTAGACAAGATAGAGGAAGAGCAAAA
CAAAAGTAAGAAAAAAGCACAGCAAGCAGCAGCTGA
CACAGGACACAGCAATCAGGTCAGCCAAAATTACCC
TATAGTGCAGAACATCCAGGGGCAAATGGTACATCA
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(continued)

SEQ
ID
NO:

Description

Sequence

GGCCATATCACCTAGAACTTTAAATGCATGGGTAAAA
GTAGTAGAAGAGAAGGCTTTCAGCCCAGAAGTGATA
CCCATGTTTTCAGCATTATCAGAAGGAGCCACCCCAC
AAGATTTAAACACCATGCTAAACACAGTGGGGGGAC
ATCAAGCAGCCATGCAAATGTTAAAAGAGACCATCA
ATGAGGAAGCTGCAGAATGGGATAGAGTGCATCCAG
TGCATGCAGGGCCTATTGCACCAGGCCAGATGAGAG
AACCAAGGGGAAGTGACATAGCAGGAACTACTAGTA
CCCTTCAGGAACAAATAGGATGGATGACACATAATCC
ACCTATCCCAGTAGGAGAAATCTATAAAAGATGGAT
AATCCTGGGATTAAATAAAATAGTAAGAATGTATAGC
CCTACCAGCATTCTGGACATAAGACAAGGACCAAAG
GAACCCTTTAGAGACTATGTAGACCGATTCTATAAAA
CTCTAAGAGCCGAGCAAGCTTCACAAGAGGTAAAAA
ATTGGATGACAGAAACCTTGTTGGTCCAAAATGCGAA
CCCAGATTGTAAGACTATTTTAAAAGCATTGGGACCA
GGAGCGACACTAGAAGAAATGATGACAGCATGTCAG
GGAGTGGGGGGACCCGGCCATAAAGCAAGAGTTTTG
GCTGAAGCAATGAGCCAAGTAACAAATCCAGCTACC
ATAATGATACAGAAAGGCAATTTTAGGAACCAAAGA
AAGACTGTTAAGTGTTTCAATTGTGGCAAAGAAGGGC
ACATAGCCAAAAATTGCAGGGCCCCTAGGAAAAAGG
GCTGTTGGAAATGTGGAAAGGAAGGACACCAAATGA
AAGATTGTACTGAGAGACAGGCTAATTTTTTAGGGAA
GATCTGGCCTTCCCACAAGGGAAGGCCAGGGAATTTT
CTTCAGAGCAGACCAGAGCCAACAGCCCCACCAGAA
GAGAGCTTCAGGTTTGGGGAAGAGACAACAACTCCC
TCTCAGAAGCAGGAGCCGATAGACAAGGAACTGTAT
CCTTTAGCTTCCCTCAGATCACTCTTTGGCAGCGACCC
CTCGTCACAATAA
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(continued)

SEQ
ID
NO:

Description

Sequence

22

HIV Pol

ATGAATTTGCCAGGAAGATGGAAACCAAAAATGATA
GGGGGAATTGGAGGTTTTATCAAAGTAGGACAGTAT
GATCAGATACTCATAGAAATCTGCGGACATAAAGCTA
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(continued)

SEQ
ID
NO:

Description

Sequence

TAGGTACAGTATTAGTAGGACCTACACCTGTCAACAT
AATTGGAAGAAATCTGTTGACTCAGATTGGCTGCACT
TTAAATTTTCCCATTAGTCCTATTGAGACTGTACCAGT
AAAATTAAAGCCAGGAATGGATGGCCCAAAAGTTAA
ACAATGGCCATTGACAGAAGAAAAAATAAAAGCATT
AGTAGAAATTTGTACAGAAATGGAAAAGGAAGGAAA
AATTTCAAAAATTGGGCCTGAAAATCCATACAATACT
CCAGTATTTGCCATAAAGAAAAAAGACAGTACTAAA
TGGAGAAAATTAGTAGATTTCAGAGAACTTAATAAG
AGAACTCAAGATTTCTGGGAAGTTCAATTAGGAATAC
CACATCCTGCAGGGTTAAAACAGAAAAAATCAGTAA
CAGTACTGGATGTGGGCGATGCATATTTTTCAGTTCC
CTTAGATAAAGACTTCAGGAAGTATACTGCATTTACC
ATACCTAGTATAAACAATGAGACACCAGGGATTAGA
TATCAGTACAATGTGCTTCCACAGGGATGGAAAGGAT
CACCAGCAATATTCCAGTGTAGCATGACAAAAATCTT
AGAGCCTTTTAGAAAACAAAATCCAGACATAGTCATC
TATCAATACATGGATGATTTGTATGTAGGATCTGACT
TAGAAATAGGGCAGCATAGAACAAAAATAGAGGAAC
TGAGACAACATCTGTTGAGGTGGGGATTTACCACACC
AGACAAAAAACATCAGAAAGAACCTCCATTCCTTTGG
ATGGGTTATGAACTCCATCCTGATAAATGGACAGTAC
AGCCTATAGTGCTGCCAGAAAAGGACAGCTGGACTG
TCAATGACATACAGAAATTAGTGGGAAAATTGAATTG
GGCAAGTCAGATTTATGCAGGGATTAAAGTAAGGCA
ATTATGTAAACTTCTTAGGGGAACCAAAGCACTAACA
GAAGTAGTACCACTAACAGAAGAAGCAGAGCTAGAA
CTGGCAGAAAACAGGGAGATTCTAAAAGAACCGGTA
CATGGAGTGTATTATGACCCATCAAAAGACTTAATAG
CAGAAATACAGAAGCAGGGGCAAGGCCAATGGACAT
ATCAAATTTATCAAGAGCCATTTAAAAATCTGAAAAC
AGGAAAATATGCAAGAATGAAGGGTGCCCACACTAA
TGATGTGAAACAATTAACAGAGGCAGTACAAAAAAT
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(continued)

SEQ
ID
NO:

Description

Sequence

AGCCACAGAAAGCATAGTAATATGGGGAAAGACTCC
TAAATTTAAATTACCCATACAAAAGGAAACATGGGA
AGCATGGTGGACAGAGTATTGGCAAGCCACCTGGATT
CCTGAGTGGGAGTTTGTCAATACCCCTCCCTTAGTGA
AGTTATGGTACCAGTTAGAGAAAGAACCCATAATAG
GAGCAGAAACTTTCTATGTAGATGGGGCAGCCAATA
GGGAAACTAAATTAGGAAAAGCAGGATATGTAACTG
ACAGAGGAAGACAAAAAGTTGTCCCCCTAACGGACA
CAACAAATCAGAAGACTGAGTTACAAGCAATTCATCT
AGCTTTGCAGGATTCGGGATTAGAAGTAAACATAGTG
ACAGACTCACAATATGCATTGGGAATCATTCAAGCAC
AACCAGATAAGAGTGAATCAGAGTTAGTCAGTCAAA
TAATAGAGCAGTTAATAAAAAAGGAAAAAGTCTACC
TGGCATGGGTACCAGCACACAAAGGAATTGGAGGAA
ATGAACAAGTAGATGGGTTGGTCAGTGCTGGAATCA
GGAAAGTACTA
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(continued)

SEQ
ID
NO:

Description

Sequence

23

HIV Int

TTTTTAGATGGAATAGATAAGGCCCAAGAAGAACAT
GAGAAATATCACAGTAATTGGAGAGCAATGGCTAGT
GATTTTAACCTACCACCTGTAGTAGCAAAAGAAATAG
TAGCCAGCTGTGATAAATGTCAGCTAAAAGGGGAAG
CCATGCATGGACAAGTAGACTGTAGCCCAGGAATAT
GGCAGCTAGATTGTACACATTTAGAAGGAAAAGTTAT
CTTGGTAGCAGTTCATGTAGCCAGTGGATATATAGAA
GCAGAAGTAATTCCAGCAGAGACAGGGCAAGAAACA
GCATACTTCCTCTTAAAATTAGCAGGAAGATGGCCAG
TAAAAACAGTACATACAGACAATGGCAGCAATTTCA
CCAGTACTACAGTTAAGGCCGCCTGTTGGTGGGCGGG
GATCAAGCAGGAATTTGGCATTCCCTACAATCCCCAA
AGTCAAGGAGTAATAGAATCTATGAATAAAGAATTA
AAGAAAATTATAGGACAGGTAAGAGATCAGGCTGAA
CATCTTAAGACAGCAGTACAAATGGCAGTATTCATCC
ACAATTTTAAAAGAAAAGGGGGGATTGGGGGGTACA

GTGCAGGGGAAAGAATAGTAGACATAATAGCAACAG
ACATACAAACTAAAGAATTACAAAAACAAATTACAA

AAATTCAAAATTTTCGGGTTTATTACAGGGACAGCAG
AGATCCAGTTTGGAAAGGACCAGCAAAGCTCCTCTGG
AAAGGTGAAGGGGCAGTAGTAATACAAGATAATAGT
GACATAAAAGTAGTGCCAAGAAGAAAAGCAAAGATC
ATCAGGGATTATGGAAAACAGATGGCAGGTGATGAT
TGTGTGGCAAGTAGACAGGATGAGGATTAA

24

HIV RRE

AGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCGTCAATGACGCTGACGGTA
CAGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGC
AGAACAATTTGCTGAGGGCTATTGAGGCGCAACAGC
ATCTGTTGCAACTCACAGTCTGGGGCATCAAGCAGCT
CCAGGCAAGAATCCTGGCTGTGGAAAGATACCTAAA
GGATCAACAGCTCCT

43
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

25

HIV Rev

ATGGCAGGAAGAAGCGGAGACAGCGACGAAGAACTC
CTCAAGGCAGTCAGACTCATCAAGTTTCTCTATCAAA
GCAACCCACCTCCCAATCCCGAGGGGACCCGACAGG
CCCGAAGGAATAGAAGAAGAAGGTGGAGAGAGAGA
CAGAGACAGATCCATTCGATTAGTGAACGGATCCTTA
GCACTTATCTGGGACGATCTGCGGAGCCTGTGCCTCT
TCAGCTACCACCGCTTGAGAGACTTACTCTTGATTGT
AACGAGGATTGTGGAACTTCTGGGACGCAGGGGGTG
GGAAGCCCTCAAATATTGGTGGAATCTCCTACAATAT
TGGAGTCAGGAGCTAAAGAATAG

26

rabbit beta globin poly
A

AGATCTTTTTCCCTCTGCCAAAAATTATGGGGACATC
ATGAAGCCCCTTGAGCATCTGACTTCTGGCTAATAAA
GGAAATTTATTTTCATTGCAATAGTGTGTTGGAATTTT
TTGTGTCTCTCACTCGGAAGGACATATGGGAGGGCAA
ATCATTTAAAACATCAGAATGAGTATTTGGTTTAGAG
TTTGGCAACATATGCCATATGCTGGCTGCCATGAACA
AAGGTGGCTATAAAGAGGTCATCAGTATATGAAACA
GCCCCCTGCTGTCCATTCCTTATTCCATAGAAAAGCCT

TGACTTGAGGTTAGATTTTTTTTATATTTTGTTTTGTGT
TATTTTTTTCTTTAACATCCCTAAAATTTTCCTTACAT

GTTTTACTAGCCAGATTTTTCCTCCTCTCCTGACTACT
CCCAGTCATAGCTGTCCCTCTTCTCTTATGAAGATC

44
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

27

CMV Promoter

ACATTGATTATTGACTAGTTATTAATAGTAATCAATT
ACGGGGTCATTAGTTCATAGCCCATATATGGAGTTCC
GCGTTACATAACTTACGGTAAATGGCCCGCCTGGCTG
ACCGCCCAACGACCCCCGCCCATTGACGTCAATAATG
ACGTATGTTCCCATAGTAACGCCAATAGGGACTTTCC
ATTGACGTCAATGGGTGGAGTATTTACGGTAAACTGC
CCACTTGGCAGTACATCAAGTGTATCATATGCCAAGT
ACGCCCCCTATTGACGTCAATGACGGTAAATGGCCCG
CCTGGCATTATGCCCAGTACATGACCTTATGGGACTT
TCCTACTTGGCAGTACATCTACGTATTAGTCATCGCTA
TTACCATGGTGATGCGGTTTTGGCAGTACATCAATGG
GCGTGGATAGCGGTTTGACTCACGGGGATTTCCAAGT
CTCCACCCCATTGACGTCAATGGGAGTTTGTTTTGGC
ACCAAAATCAACGGGACTTTCCAAAATGTCGTAACAA
CTCCGCCCCATTGACGCAAATGGGCGGTAGGCGTGTA
CGGTGGGAGGTCTATATAAGC

28

beta globin intron

GTGAGTTTGGGGACCCTTGATTGTTCTTTCTTTTTCGC
TATTGTAAAATTCATGTTATATGGAGGGGGCAAAGTT
TTCAGGGTGTTGTTTAGAATGGGAAGATGTCCCTTGT
ATCACCATGGACCCTCATGATAATTTTGTTTCTTTCAC
TTTCTACTCTGTTGACAACCATTGTCTCCTCTTATTTTC
TTTTCATTTTCTGTAACTTTTTCGTTAAACTTTAGCTTG
CATTTGTAACGAATTTTTAAATTCACTTTTGTTTATTT
GTCAGATTGTAAGTACTTTCTCTAATCACTTTTTTTTC
AAGGCAATCAGGGTATATTATATTGTACTTCAGCACA
GTTTTAGAGAACAATTGTTATAATTAAATGATAAGGT
AGAATATTTCTGCATATAAATTCTGGCTGGCGTGGAA
ATATTCTTATTGGTAGAAACAACTACACCCTGGTCAT
CATCCTGCCTTTCTCTTTATGGTTACAATGATATACAC
TGTTTGAGATGAGGATAAAATACTCTGAGTCCAAACC

45
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

GGGCCCCTCTGCTAACCATGTTCATGCCTTCTTCTCTT
TCCTACAG

46
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

29

VSV-G / DNA
fragment containing
VSV-G

GAATTCATGAAGTGCCTTTTGTACTTAGCCTTTTTATT
CATTGGGGTGAATTGCAAGTTCACCATAGTTTTTCCA
CACAACCAAAAAGGAAACTGGAAAAATGTTCCTTCT
AATTACCATTATTGCCCGTCAAGCTCAGATTTAAATT
GGCATAATGACTTAATAGGCACAGCCTTACAAGTCAA
AATGCCCAAGAGTCACAAGGCTATTCAAGCAGACGG
TTGGATGTGTCATGCTTCCAAATGGGTCACTACTTGT
GATTTCCGCTGGTATGGACCGAAGTATATAACACATT
CCATCCGATCCTTCACTCCATCTGTAGAACAATGCAA
GGAAAGCATTGAACAAACGAAACAAGGAACTTGGCT
GAATCCAGGCTTCCCTCCTCAAAGTTGTGGATATGCA
ACTGTGACGGATGCCGAAGCAGTGATTGTCCAGGTGA
CTCCTCACCATGTGCTGGTTGATGAATACACAGGAGA
ATGGGTTGATTCACAGTTCATCAACGGAAAATGCAGC
AATTACATATGCCCCACTGTCCATAACTCTACAACCT
GGCATTCTGACTATAAGGTCAAAGGGCTATGTGATTC
TAACCTCATTTCCATGGACATCACCTTCTTCTCAGAGG
ACGGAGAGCTATCATCCCTGGGAAAGGAGGGCACAG
GGTTCAGAAGTAACTACTTTGCTTATGAAACTGGAGG
CAAGGCCTGCAAAATGCAATACTGCAAGCATTGGGG
AGTCAGACTCCCATCAGGTGTCTGGTTCGAGATGGCT
GATAAGGATCTCTTTGCTGCAGCCAGATTCCCTGAAT
GCCCAGAAGGGTCAAGTATCTCTGCTCCATCTCAGAC
CTCAGTGGATGTAAGTCTAATTCAGGACGTTGAGAGG
ATCTTGGATTATTCCCTCTGCCAAGAAACCTGGAGCA
AAATCAGAGCGGGTCTTCCAATCTCTCCAGTGGATCT
CAGCTATCTTGCTCCTAAAAACCCAGGAACCGGTCCT
GCTTTCACCATAATCAATGGTACCCTAAAATACTTTG
AGACCAGATACATCAGAGTCGATATTGCTGCTCCAAT
CCTCTCAAGAATGGTCGGAATGATCAGTGGAACTACC
ACAGAAAGGGAACTGTGGGATGACTGGGCACCATAT

47
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

GAAGACGTGGAAATTGGACCCAATGGAGTTCTGAGG
ACCAGTTCAGGATATAAGTTTCCTTTATACATGATTG
GACATGGTATGTTGGACTCCGATCTTCATCTTAGCTC
AAAGGCTCAGGTGTTCGAACATCCTCACATTCAAGAC
GCTGCTTCGCAACTTCCTGATGATGAGAGTTTATTTTT
TGGTGATACTGGGCTATCCAAAAATCCAATCGAGCTT
GTAGAAGGTTGGTTCAGTAGTTGGAAAAGCTCTATTG
CCTCTTTTTTCTTTATCATAGGGTTAATCATTGGACTA
TTCTTGGTTCTCCGAGTTGGTATCCATCTTTGCATTAA
ATTAAAGCACACCAAGAAAAGACAGATTTATACAGA
CATAGAGATGAGAATTC

30

rabbit beta globin poly
A

AGATCTTTTTCCCTCTGCCAAAAATTATGGGGACATC
ATGAAGCCCCTTGAGCATCTGACTTCTGGCTAATAAA
GGAAATTTATTTTCATTGCAATAGTGTGTTGGAATTTT
TTGTGTCTCTCACTCGGAAGGACATATGGGAGGGCAA
ATCATTTAAAACATCAGAATGAGTATTTGGTTTAGAG
TTTGGCAACATATGCCCATATGCTGGCTGCCATGAAC
AAAGGTTGGCTATAAAGAGGTCATCAGTATATGAAA
CAGCCCCCTGCTGTCCATTCCTTATTCCATAGAAAAG
CCTTGACTTGAGGTTAGATTTTTTTTATATTTTGTTTTG
TGTTATTTTTTTCTTTAACATCCCTAAAATTTTCCTTAC
ATGTTTTACTAGCCAGATTTTTCCTCCTCTCCTGACTA
CTCCCAGTCATAGCTGTCCCTCTTCTCTTATGGAGATC

31

Primer

TAAGCAGAATTCATGAATTTGCCAGGAAGAT

32

Primer

CCATACAATGAATGGACACTAGGCGGCCGCACGAAT

48
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

33

Gag, Pol, Integrase
fragment

GAATTCATGAATTTGCCAGGAAGATGGAAACCAAAA
ATGATAGGGGGAATTGGAGGTTTTATCAAAGTAAGA
CAGTATGATCAGATACTCATAGAAATCTGCGGACATA
AAGCTATAGGTACAGTATTAGTAGGACCTACACCTGT
CAACATAATTGGAAGAAATCTGTTGACTCAGATTGGC
TGCACTTTAAATTTTCCCATTAGTCCTATTGAGACTGT
ACCAGTAAAATTAAAGCCAGGAATGGATGGCCCAAA
AGTTAAACAATGGCCATTGACAGAAGAAAAAATAAA
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

AGCATTAGTAGAAATTTGTACAGAAATGGAAAAGGA
AGGAAAAATTTCAAAAATTGGGCCTGAAAATCCATA
CAATACTCCAGTATTTGCCATAAAGAAAAAAGACAGT
ACTAAATGGAGAAAATTAGTAGATTTCAGAGAACTTA
ATAAGAGAACTCAAGATTTCTGGGAAGTTCAATTAGG
AATACCACATCCTGCAGGGTTAAAACAGAAAAAATC
AGTAACAGTACTGGATGTGGGCGATGCATATTTTTCA
GTTCCCTTAGATAAAGACTTCAGGAAGTATACTGCAT
TTACCATACCTAGTATAAACAATGAGACACCAGGGAT
TAGATATCAGTACAATGTGCTTCCACAGGGATGGAAA
GGATCACCAGCAATATTCCAGTGTAGCATGACAAAA
ATCTTAGAGCCTTTTAGAAAACAAAATCCAGACATAG
TCATCTATCAATACATGGATGATTTGTATGTAGGATC
TGACTTAGAAATAGGGCAGCATAGAACAAAAATAGA
GGAACTGAGACAACATCTGTTGAGGTGGGGATTTACC
ACACCAGACAAAAAACATCAGAAAGAACCTCCATTC
CTTTGGATGGGTTATGAACTCCATCCTGATAAATGGA
CAGTACAGCCTATAGTGCTGCCAGAAAAGGACAGCT
GGACTGTCAATGACATACAGAAATTAGTGGGAAAAT
TGAATTGGGCAAGTCAGATTTATGCAGGGATTAAAGT
AAGGCAATTATGTAAACTTCTTAGGGGAACCAAAGC
ACTAACAGAAGTAGTACCACTAACAGAAGAAGCAGA
GCTAGAACTGGCAGAAAACAGGGAGATTCTAAAAGA
ACCGGTACATGGAGTGTATTATGACCCATCAAAAGAC
TTAATAGCAGAAATACAGAAGCAGGGGCAAGGCCAA
TGGACATATCAAATTTATCAAGAGCCATTTAAAAATC
TGAAAACAGGAAAGTATGCAAGAATGAAGGGTGCCC
ACACTAATGATGTGAAACAATTAACAGAGGCAGTAC
AAAAAATAGCCACAGAAAGCATAGTAATATGGGGAA
AGACTCCTAAATTTAAATTACCCATACAAAAGGAAAC
ATGGGAAGCATGGTGGACAGAGTATTGGCAAGCCAC
CTGGATTCCTGAGTGGGAGTTTGTCAATACCCCTCCC
TTAGTGAAGTTATGGTACCAGTTAGAGAAAGAACCCA
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

TAATAGGAGCAGAAACTTTCTATGTAGATGGGGCAGC
CAATAGGGAAACTAAATTAGGAAAAGCAGGATATGT
AACTGACAGAGGAAGACAAAAAGTTGTCCCCCTAAC
GGACACAACAAATCAGAAGACTGAGTTACAAGCAAT
TCATCTAGCTTTGCAGGATTCGGGATTAGAAGTAAAC
ATAGTGACAGACTCACAATATGCATTGGGAATCATTC
AAGCACAACCAGATAAGAGTGAATCAGAGTTAGTCA
GTCAAATAATAGAGCAGTTAATAAAAAAGGAAAAAG
TCTACCTGGCATGGGTACCAGCACACAAAGGAATTGG
AGGAAATGAACAAGTAGATAAATTGGTCAGTGCTGG
AATCAGGAAAGTACTATTTTTAGATGGAATAGATAAG
GCCCAAGAAGAACATGAGAAATATCACAGTAATTGG
AGAGCAATGGCTAGTGATTTTAACCTACCACCTGTAG
TAGCAAAAGAAATAGTAGCCAGCTGTGATAAATGTC
AGCTAAAAGGGGAAGCCATGCATGGACAAGTAGACT
GTAGCCCAGGAATATGGCAGCTAGATTGTACACATTT
AGAAGGAAAAGTTATCTTGGTAGCAGTTCATGTAGCC
AGTGGATATATAGAAGCAGAAGTAATTCCAGCAGAG
ACAGGGCAAGAAACAGCATACTTCCTCTTAAAATTAG
CAGGAAGATGGCCAGTAAAAACAGTACATACAGACA
ATGGCAGCAATTTCACCAGTACTACAGTTAAGGCCGC
CTGTTGGTGGGCGGGGATCAAGCAGGAATTTGGCATT
CCCTACAATCCCCAAAGTCAAGGAGTAATAGAATCTA
TGAATAAAGAATTAAAGAAAATTATAGGACAGGTAA
GAGATCAGGCTGAACATCTTAAGACAGCAGTACAAA
TGGCAGTATTCATCCACAATTTTAAAAGAAAAGGGGG
GATTGGGGGGTACAGTGCAGGGGAAAGAATAGTAGA
CATAATAGCAACAGACATACAAACTAAAGAATTACA
AAAACAAATTACAAAAATTCAAAATTTTCGGGTTTAT
TACAGGGACAGCAGAGATCCAGTTTGGAAAGGACCA
GCAAAGCTCCTCTGGAAAGGTGAAGGGGCAGTAGTA
ATACAAGATAATAGTGACATAAAAGTAGTGCCAAGA
AGAAAAGCAAAGATCATCAGGGATTATGGAAAACAG
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

ATGGCAGGTGATGATTGTGTGGCAAGTAGACAGGAT
GAGGATTAA

52
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

34

DNA Fragment
containing Rev, RRE
and rabbit beta globin
poly A

TCTAGAATGGCAGGAAGAAGCGGAGACAGCGACGAA
GAGCTCATCAGAACAGTCAGACTCATCAAGCTTCTCT
ATCAAAGCAACCCACCTCCCAATCCCGAGGGGACCC
GACAGGCCCGAAGGAATAGAAGAAGAAGGTGGAGA
GAGAGACAGAGACAGATCCATTCGATTAGTGAACGG
ATCCTTGGCACTTATCTGGGACGATCTGCGGAGCCTG
TGCCTCTTCAGCTACCACCGCTTGAGAGACTTACTCTT
GATTGTAACGAGGATTGTGGAACTTCTGGGACGCAGG
GGGTGGGAAGCCCTCAAATATTGGTGGAATCTCCTAC
AATATTGGAGTCAGGAGCTAAAGAATAGAGGAGCTT
TGTTCCTTGGGTTCTTGGGAGCAGCAGGAAGCACTAT
GGGCGCAGCGTCAATGACGCTGACGGTACAGGCCAG
ACAATTATTGTCTGGTATAGTGCAGCAGCAGAACAAT
TTGCTGAGGGCTATTGAGGCGCAACAGCATCTGTTGC
AACTCACAGTCTGGGGCATCAAGCAGCTCCAGGCAA
GAATCCTGGCTGTGGAAAGATACCTAAAGGATCAAC
AGCTCCTAGATCTTTTTCCCTCTGCCAAAAATTATGGG
GACATCATGAAGCCCCTTGAGCATCTGACTTCTGGCT
AATAAAGGAAATTTATTTTCATTGCAATAGTGTGTTG
GAATTTTTTGTGTCTCTCACTCGGAAGGACATATGGG
AGGGCAAATCATTTAAAACATCAGAATGAGTATTTGG
TTTAGAGTTTGGCAACATATGCCATATGCTGGCTGCC
ATGAACAAAGGTGGCTATAAAGAGGTCATCAGTATA
TGAAACAGCCCCCTGCTGTCCATTCCTTATTCCATAG
AAAAGCCTTGACTTGAGGTTAGATTTTTTTTATATTTT
GTTTTGTGTTATTTTTTTCTTTAACATCCCTAAAATTTT
CCTTACATGTTTTACTAGCCAGATTTTTCCTCCTCTCC
TGACTACTCCCAGTCATAGCTGTCCCTCTTCTCTTATG
AAGATCCCTCGACCTGCAGCCCAAGCTTGGCGTAATC
ATGGTCATAGCTGTTTCCTGTGTGAAATTGTTATCCGC
TCACAATTCCACACAACATACGAGCCGGAAGCATAA
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

AGTGTAAAGCCTGGGGTGCCTAATGAGTGAGCTAACT
CACATTAATTGCGTTGCGCTCACTGCCCGCTTTCCAGT
CGGGAAACCTGTCGTGCCAGCGGATCCGCATCTCAAT
TAGTCAGCAACCATAGTCCCGCCCCTAACTCCGCCCA
TCCCGCCCCTAACTCCGCCCAGTTCCGCCCATTCTCCG
CCCCATGGCTGACTAATTTTTTTTATTTATGCAGAGGC
CGAGGCCGCCTCGGCCTCTGAGCTATTCCAGAAGTAG
TGAGGAGGCTTTTTTGGAGGCCTAGGCTTTTGCAAAA
AGCTAACTTGTTTATTGCAGCTTATAATGGTTACAAA
TAAAGCAATAGCATCACAAATTTCACAAATAAAGCAT
TTTTTTCACTGCATTCTAGTTGTGGTTTGTCCAAACTC
ATCAATGTATCTTATCAGCGGCCGCCCCGGG
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

35

DNA fragment
containing the CAG
enhancer/prom oter/
intron sequence

ACGCGTTAGTTATTAATAGTAATCAATTACGGGGTCA
TTAGTTCATAGCCCATATATGGAGTTCCGCGTTACAT
AACTTACGGTAAATGGCCCGCCTGGCTGACCGCCCAA
CGACCCCCGCCCATTGACGTCAATAATGACGTATGTT
CCCATAGTAACGCCAATAGGGACTTTCCATTGACGTC
AATGGGTGGACTATTTACGGTAAACTGCCCACTTGGC
AGTACATCAAGTGTATCATATGCCAAGTACGCCCCCT
ATTGACGTCAATGACGGTAAATGGCCCGCCTGGCATT
ATGCCCAGTACATGACCTTATGGGACTTTCCTACTTG
GCAGTACATCTACGTATTAGTCATCGCTATTACCATG
GGTCGAGGTGAGCCCCACGTTCTGCTTCACTCTCCCC
ATCTCCCCCCCCTCCCCACCCCCAATTTTGTATTTATT
TATTTTTTAATTATTTTGTGCAGCGATGGGGGCGGGG
GGGGGGGGGEGECGCGECGECCAGGCGGGGCGGGGECGGH
GCGAGGGGCGGGGCGGGGCGAGGCGGAGAGGTGCG
GCGGCAGCCAATCAGAGCGGCGCGCTCCGAAAGTTT
CCTTTTATGGCGAGGCGGCGGCGGCGGCGGCCCTATA
AAAAGCGAAGCGCGCGGCGGGCGGGAGTCGCTGCGT
TGCCTTCGCCCCGTGCCCCGCTCCGCGCCGCCTCGCG
CCGCCCGCCCCGGCTCTGACTGACCGCGTTACTCCCA
CAGGTGAGCGGGCGGGACGGCCCTTCTCCTCCGGGCT
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

GTAATTAGCGCTTGGTTTAATGACGGCTCGTTTCTTTT
CTGTGGCTGCGTGAAAGCCTTAAAGGGCTCCGGGAG
GGCCCTTTGTGCGGGGGGGAGCGGCTCGGGGGGTGC
GTGCGTGTGTGTGTGCGTGGGGAGCGCCGCGTGCGGC
CCGCGCTGCCCGGCGGCTGTGAGCGCTGCGGGCGCG
GCGCGGGGCTTTGTGCGCTCCGCGTGTGCGCGAGGGG
AGCGCGGCCGGGGGECEGETGCCCCGCGGTGCGGGGGE
GCTGCGAGGGGAACAAAGGCTGCGTGCGGGGTGTGT
GCGTGGGGGGGTGAGCAGGGGGTGTGGGCGCGGCGG
TCGGGCTGTAACCCCCCCCTGCACCCCCCTCCCCGAG
TTGCTGAGCACGGCCCGGCTTCGGGTGCGGGGCTCCG
TGCGGGGCGTGGCGCGGGGCTCGCCGTGCCGGGCGG
GGGGTGGCGGCAGGTGGGGGETGCCGGGCGGGGCGGE
GCCGCCTCGGGCCGGGGAGGGCTCGGGGGAGGGGCG
CGGCGGCCCCGGAGCGCCGGCGGCTGTCGAGGCGCG
GCGAGCCGCAGCCATTGCCTTTTATGGTAATCGTGCG
AGAGGGCGCAGGGACTTCCTTTGTCCCAAATCTGGCG
GAGCCGAAATCTGGGAGGCGCCGCCGCACCCCCTCTA
GCGGGCGCGGGCGAAGCGGTGCGGCGCCGGCAGGAA
GGAAATGGGCGGGGAGGGCCTTCGTGCGTCGCCGCG
CCGCCGTCCCCTTCTCCATCTCCAGCCTCGGGGCTGCC
GCAGGGGGACGGCTGCCTTCGGGGGGGACGGGGCAG
GGCGGGGTTCGGCTTCTGGCGTGTGACCGGCGGGAAT
TC
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

36

RSV promoter and
HIV Rev

CAATTGCGATGTACGGGCCAGATATACGCGTATCTGA
GGGGACTAGGGTGTGTTTAGGCGAAAAGCGGGGCTT
CGGTTGTACGCGGTTAGGAGTCCCCTCAGGATATAGT
AGTTTCGCTTTTGCATAGGGAGGGGGAAATGTAGTCT
TATGCAATACACTTGTAGTCTTGCAACATGGTAACGA
TGAGTTAGCAACATGCCTTACAAGGAGAGAAAAAGC
ACCGTGCATGCCGATTGGTGGAAGTAAGGTGGTACG
ATCGTGCCTTATTAGGAAGGCAACAGACAGGTCTGAC

ATGGATTGGACGAACCACTGAATTCCGCATTGCAGAG
ATAATTGTATTTAAGTGCCTAGCTCGATACAATAAAC

GCCATTTGACCATTCACCACATTGGTGTGCACCTCCA
AGCTCGAGCTCGTTTAGTGAACCGTCAGATCGCCTGG
AGACGCCATCCACGCTGTTTTGACCTCCATAGAAGAC
ACCGGGACCGATCCAGCCTCCCCTCGAAGCTAGCGAT
TAGGCATCTCCTATGGCAGGAAGAAGCGGAGACAGC
GACGAAGAACTCCTCAAGGCAGTCAGACTCATCAAG
TTTCTCTATCAAAGCAACCCACCTCCCAATCCCGAGG
GGACCCGACAGGCCCGAAGGAATAGAAGAAGAAGGT
GGAGAGAGAGACAGAGACAGATCCATTCGATTAGTG
AACGGATCCTTAGCACTTATCTGGGACGATCTGCGGA
GCCTGTGCCTCTTCAGCTACCACCGCTTGAGAGACTT
ACTCTTGATTGTAACGAGGATTGTGGAACTTCTGGGA
CGCAGGGGGTGGGAAGCCCTCAAATATTGGTGGAAT
CTCCTACAATATTGGAGTCAGGAGCTAAAGAATAGTC
TAGA
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

37

Elongation Factor-1
alpha (EF1-alpha)
promoter

CCGGTGCCTAGAGAAGGTGGCGCGGGGTAAACTGGG
AAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGA
GGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGC
CGTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGA
ACACAGGTAAGTGCCGTGTGTGGTTCCCGCGGGCCTG
GCCTCTTTACGGGTTATGGCCCTTGCGTGCCTTGAATT
ACTTCCACGCCCCTGGCTGCAGTACGTGATTCTTGAT
CCCGAGCTTCGGGTTGGAAGTGGGTGGGAGAGTTCG
AGGCCTTGCGCTTAAGGAGCCCCTTCGCCTCGTGCTT
GAGTTGAGGCCTGGCCTGGGCGCTGGGGCCGCCGCGT
GCGAATCTGGTGGCACCTTCGCGCCTGTCTCGCTGCT
TTCGATAAGTCTCTAGCCATTTAAAATTTTTGATGACC
TGCTGCGACGCTTTTTTTCTGGCAAGATAGTCTTGTAA
ATGCGGGCCAAGATCTGCACACTGGTATTTCGGTTTT
TGGGGCCGCGGGCGGCGACGGGGCCCGTGCGTCCCA
GCGCACATGTTCGGCGAGGCGGGGCCTGCGAGCGCG

GCCACCGAGAATCGGACGGGGGTAGTCTCAAGCTGG
CCGGCCTGCTCTGGTGCCTGGCCTCGCGCCGCCGTGT

ATCGCCCCGCCCTGGGCGGCAAGGCTGGCCCGGTCGG
CACCAGTTGCGTGAGCGGAAAGATGGCCGCTTCCCGG
CCCTGCTGCAGGGAGCTCAAAATGGAGGACGCGGCG
CTCGGGAGAGCGGGCGGGTGAGTCACCCACACAAAG
GAAAAGGGCCTTTCCGTCCTCAGCCGTCGCTTCATGT
GACTCCACGGAGTACCGGGCGCCGTCCAGGCACCTCG
ATTAGTTCTCGAGCTTTTGGAGTACGTCGTCTTTAGGT
TGGGGGGAGGGGTTTTATGCGATGGAGTTTCCCCACA
CTGAGTGGGTGGAGACTGAAGTTAGGCCAGCTTGGC
ACTTGATGTAATTCTCCTTGGAATTTGCCCTTTTTGAG
TTTGGATCTTGGTTCATTCTCAAGCCTCAGACAGTGGT
TCAAAGTTTTTTTCTTCCATTTCAGGTGTCGTGA
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

38

Promoter; PGK

GGGGTTGGGGTTGCGCCTTTTCCAAGGCAGCCCTGGG
TTTGCGCAGGGACGCGGCTGCTCTGGGCGTGGTTCCG
GGAAACGCAGCGGCGCCGACCCTGGGTCTCGCACATT
CTTCACGTCCGTTCGCAGCGTCACCCGGATCTTCGCC
GCTACCCTTGTGGGCCCCCCGGCGACGCTTCCTGCTC
CGCCCCTAAGTCGGGAAGGTTCCTTGCGGTTCGCGGC
GTGCCGGACGTGACAAACGGAAGCCGCACGTCTCAC
TAGTACCCTCGCAGACGGACAGCGCCAGGGAGCAAT
GGCAGCGCGCCGACCGCGATGGGCTGTGGCCAATAG
CGGCTGCTCAGCAGGGCGCGCCGAGAGCAGCGGCCG
GGAAGGGGCGGTGCGGGAGGCGGGGTGTGGGGCGGT
AGTGTGGGCCCTGTTCCTGCCCGCGCGGTGTTCCGCA
TTCTGCAAGCCTCCGGAGCGCACGTCGGCAGTCGGCT
CCCTCGTTGACCGAATCACCGACCTCTCTCCCCAG

39

Promoter; UbC

GCGCCGGGTTTTGGCGCCTCCCGCGGGCGCCCCCCTC
CTCACGGCGAGCGCTGCCACGTCAGACGAAGGGCGC
AGGAGCGTTCCTGATCCTTCCGCCCGGACGCTCAGGA
CAGCGGCCCGCTGCTCATAAGACTCGGCCTTAGAACC
CCAGTATCAGCAGAAGGACATTTTAGGACGGGACTTG
GGTGACTCTAGGGCACTGGTTTTCTTTCCAGAGAGCG

59




10

15

20

25

30

35

40

45

50

55

EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

GAACAGGCGAGGAAAAGTAGTCCCTTCTCGGCGATTC
TGCGGAGGGATCTCCGTGGGGCGGTGAACGCCGATG
ATTATATAAGGACGCGCCGGGTGTGGCACAGCTAGTT
CCGTCGCAGCCGGGATTTGGGTCGCGGTTCTTGTTTG
TGGATCGCTGTGATCGTCACTTGGTGAGTTGCGGGCT
GCTGGGCTGGCCGGGGCTTTCGTGGCCGCCGGGCCGC
TCGGTGGGACGGAAGCGTGTGGAGAGACCGCCAAGG
GCTGTAGTCTGGGTCCGCGAGCAAGGTTGCCCTGAAC
TGGGGGTTGGGGGGAGCGCACAAAATGGCGGCTGTT
CCCGAGTCTTGAATGGAAGACGCTTGTAAGGCGGGCT
GTGAGGTCGTTGAAACAAGGTGGGGGGCATGGTGGG
CGGCAAGAACCCAAGGTCTTGAGGCCTTCGCTAATGC
GGGAAAGCTCTTATTCGGGTGAGATGGGCTGGGGCA
CCATCTGGGGACCCTGACGTGAAGTTTGTCACTGACT
GGAGAACTCGGGTTTGTCGTCTGGTTGCGGGGGCGGC
AGTTATGCGGTGCCGTTGGGCAGTGCACCCGTACCTT
TGGGAGCGCGCGCCTCGTCGTGTCGTGACGTCACCCG
TTCTGTTGGCTTATAATGCAGGGTGGGGCCACCTGCC
GGTAGGTGTGCGGTAGGCTTTTCTCCGTCGCAGGACG
CAGGGTTCGGGCCTAGGGTAGGCTCTCCTGAATCGAC
AGGCGCCGGACCTCTGGTGAGGGGAGGGATAAGTGA
GGCGTCAGTTTCTTTGGTCGGTTTTATGTACCTATCTT
CTTAAGTAGCTGAAGCTCCGGTTTTGAACTATGCGCT
CGGGGTTGGCGAGTGTGTITTTGTGAAGTTTTTTAGGC
ACCTTTTGAAATGTAATCATTTGGGTCAATATGTAATT
TTCAGTGTTAGACTAGTAAA

40

Poly A; SV40

GTTTATTGCAGCTTATAATGGTTACAAATAAAGCAAT
AGCATCACAAATTTCACAAATAAAGCATTTTTTTCAC
TGCATTCTAGTTGTGGTTTGTCCAAACTCATCAATGTA
TCTTATCA
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

41

Poly A; bGH

GACTGTGCCTTCTAGTTGCCAGCCATCTGTTGTTTGCC
CCTCCCCCGTGCCTTCCTTGACCCTGGAAGGTGCCAC

TCCCACTGTCCTTTCCTAATAAAATGAGGAAATTGCA
TCGCATTGTCTGAGTAGGTGTCATTCTATTCTGGGGG

GTGGGGTGGGGCAGGACAGCAAGGGGGAGGATTGGG
AAGACAATAGCAGGCATGCTGGGGATGCGGTGGGCT
CTATGG
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

42

Envelope; RD114

ATGAAACTCCCAACAGGAATGGTCATTTTATGTAGCC
TAATAATAGTTCGGGCAGGGTTTGACGACCCCCGCAA
GGCTATCGCATTAGTACAAAAACAACATGGTAAACC
ATGCGAATGCAGCGGAGGGCAGGTATCCGAGGCCCC
ACCGAACTCCATCCAACAGGTAACTTGCCCAGGCAAG
ACGGCCTACTTAATGACCAACCAAAAATGGAAATGC
AGAGTCACTCCAAAAAATCTCACCCCTAGCGGGGGA
GAACTCCAGAACTGCCCCTGTAACACTTTCCAGGACT
CGATGCACAGTTCTTGTTATACTGAATACCGGCAATG
CAGGGCGAATAATAAGACATACTACACGGCCACCTT
GCTTAAAATACGGTCTGGGAGCCTCAACGAGGTACA
GATATTACAAAACCCCAATCAGCTCCTACAGTCCCCT
TGTAGGGGCTCTATAAATCAGCCCGTTTGCTGGAGTG
CCACAGCCCCCATCCATATCTCCGATGGTGGAGGACC
CCTCGATACTAAGAGAGTGTGGACAGTCCAAAAAAG
GCTAGAACAAATTCATAAGGCTATGCATCCTGAACTT
CAATACCACCCCTTAGCCCTGCCCAAAGTCAGAGATG
ACCTTAGCCTTGATGCACGGACTTTTGATATCCTGAA
TACCACTTTTAGGTTACTCCAGATGTCCAATTTTAGCC
TTGCCCAAGATTGTTGGCTCTGTTTAAAACTAGGTAC
CCCTACCCCTCTTGCGATACCCACTCCCTCTTTAACCT
ACTCCCTAGCAGACTCCCTAGCGAATGCCTCCTGTCA
GATTATACCTCCCCTCTTGGTTCAACCGATGCAGTTCT
CCAACTCGTCCTGTTTATCTTCCCCTTTCATTAACGAT
ACGGAACAAATAGACTTAGGTGCAGTCACCTTTACTA
ACTGCACCTCTGTAGCCAATGTCAGTAGTCCTTTATGT
GCCCTAAACGGGTCAGTCTTCCTCTGTGGAAATAACA
TGGCATACACCTATTTACCCCAAAACTGGACAGGACT
TTGCGTCCAAGCCTCCCTCCTCCCCGACATTGACATC
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

ATCCCGGGGGATGAGCCAGTCCCCATTCCTGCCATTG
ATCATTATATACATAGACCTAAACGAGCTGTACAGTT
CATCCCTTTACTAGCTGGACTGGGAATCACCGCAGCA
TTCACCACCGGAGCTACAGGCCTAGGTGTCTCCGTCA
CCCAGTATACAAAATTATCCCATCAGTTAATATCTGA
TGTCCAAGTCTTATCCGGTACCATACAAGATTTACAA
GACCAGGTAGACTCGTTAGCTGAAGTAGTTCTCCAAA
ATAGGAGGGGACTGGACCTACTAACGGCAGAACAAG
GAGGAATTTGTTTAGCCTTACAAGAAAAATGCTGTTT
TTATGCTAACAAGTCAGGAATTGTGAGAAACAAAAT
AAGAACCCTACAAGAAGAATTACAAAAACGCAGGGA
AAGCCTGGCATCCAACCCTCTCTGGACCGGGCTGCAG
GGCTTTCTTCCGTACCTCCTACCTCTCCTGGGACCCCT
ACTCACCCTCCTACTCATACTAACCATTGGGCCATGC
GTTTTCAATCGATTGGTCCAATTTGTTAAAGACAGGA
TCTCAGTGGTCCAGGCTCTGGTTTTGACTCAGCAATA
TCACCAGCTAAAACCCATAGAGTACGAGCCATGA
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

43

Envelope; GALV

ATGCTTCTCACCTCAAGCCCGCACCACCTTCGGCACC
AGATGAGTCCTGGGAGCTGGAAAAGACTGATCATCCT
CTTAAGCTGCGTATTCGGAGACGGCAAAACGAGTCTG
CAGAATAAGAACCCCCACCAGCCTGTGACCCTCACCT
GGCAGGTACTGTCCCAAACTGGGGACGTTGTCTGGGA
CAAAAAGGCAGTCCAGCCCCTTTGGACTTGGTGGCCC
TCTCTTACACCTGATGTATGTGCCCTGGCGGCCGGTCT
TGAGTCCTGGGATATCCCGGGATCCGATGTATCGTCC
TCTAAAAGAGTTAGACCTCCTGATTCAGACTATACTG
CCGCTTATAAGCAAATCACCTGGGGAGCCATAGGGTG
CAGCTACCCTCGGGCTAGGACCAGGATGGCAAATTCC
CCCTTCTACGTGTGTCCCCGAGCTGGCCGAACCCATT
CAGAAGCTAGGAGGTGTGGGGGGCTAGAATCCCTAT
ACTGTAAAGAATGGAGTTGTGAGACCACGGGTACCG
TTTATTGGCAACCCAAGTCCTCATGGGACCTCATAAC
TGTAAAATGGGACCAAAATGTGAAATGGGAGCAAAA
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

ATTTCAAAAGTGTGAACAAACCGGCTGGTGTAACCCC
CTCAAGATAGACTTCACAGAAAAAGGAAAACTCTCC
AGAGATTGGATAACGGAAAAAACCTGGGAATTAAGG
TTCTATGTATATGGACACCCAGGCATACAGTTGACTA
TCCGCTTAGAGGTCACTAACATGCCGGTTGTGGCAGT
GGGCCCAGACCCTGTCCTTGCGGAACAGGGACCTCCT
AGCAAGCCCCTCACTCTCCCTCTCTCCCCACGGAAAG
CGCCGCCCACCCCTCTACCCCCGGCGGCTAGTGAGCA
AACCCCTGCGGTGCATGGAGAAACTGTTACCCTAAAC
TCTCCGCCTCCCACCAGTGGCGACCGACTCTTTGGCC
TTGTGCAGGGGGCCTTCCTAACCTTGAATGCTACCAA
CCCAGGGGCCACTAAGTCTTGCTGGCTCTGTTTGGGC
ATGAGCCCCCCTTATTATGAAGGGATAGCCTCTTCAG
GAGAGGTCGCTTATACCTCCAACCATACCCGATGCCA
CTGGGGGGCCCAAGGAAAGCTTACCCTCACTGAGGTC
TCCGGACTCGGGTCATGCATAGGGAAGGTGCCTCTTA
CCCATCAACATCTTTGCAACCAGACCTTACCCATCAA
TTCCTCTAAAAACCATCAGTATCTGCTCCCCTCAAAC
CATAGCTGGTGGGCCTGCAGCACTGGCCTCACCCCCT
GCCTCTCCACCTCAGTTTTTAATCAGTCTAAAGACTTC
TGTGTCCAGGTCCAGCTGATCCCCCGCATCTATTACC
ATTCTGAAGAAACCTTGTTACAAGCCTATGACAAATC
ACCCCCCAGGTTTAAAAGAGAGCCTGCCTCACTTACC
CTAGCTGTCTTCCTGGGGTTAGGGATTGCGGCAGGTA
TAGGTACTGGCTCAACCGCCCTAATTAAAGGGCCCAT
AGACCTCCAGCAAGGCCTAACCAGCCTCCAAATCGCC
ATTGACGCTGACCTCCGGGCCCTTCAGGACTCAATCA
GCAAGCTAGAGGACTCACTGACTTCCCTATCTGAGGT
AGTACTCCAAAATAGGAGAGGCCTTGACTTACTATTC
CTTAAAGAAGGAGGCCTCTGCGCGGCCCTAAAAGAA
GAGTGCTGTTTTTATGTAGACCACTCAGGTGCAGTAC
GAGACTCCATGAAAAAACTTAAAGAAAGACTAGATA
AAAGACAGTTAGAGCGCCAGAAAAACCAAAACTGGT
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

ATGAAGGGTGGTTCAATAACTCCCCTTGGTTTACTAC
CCTACTATCAACCATCGCTGGGCCCCTATTGCTCCTCC
TTTTGTTACTCACTCTTGGGCCCTGCATCATCAATAAA
TTAATCCAATTCATCAATGATAGGATAAGTGCAGTCA
AAATTTTAGTCCTTAGACAGAAATATCAGACCCTAGA
TAACGAGGAAAACCTTTAA
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

44

Envelope; FUG

ATGGTTCCGCAGGTTCTTTTGTTTGTACTCCTTCTGGG
TTTTTCGTTGTGTTTCGGGAAGTTCCCCATTTACACGA
TACCAGACGAACTTGGTCCCTGGAGCCCTATTGACAT
ACACCATCTCAGCTGTCCAAATAACCTGGTTGTGGAG
GATGAAGGATGTACCAACCTGTCCGAGTTCTCCTACA
TGGAACTCAAAGTGGGATACATCTCAGCCATCAAAGT
GAACGGGTTCACTTGCACAGGTGTTGTGACAGAGGCA
GAGACCTACACCAACTTTGTTGGTTATGTCACAACCA
CATTCAAGAGAAAGCATTTCCGCCCCACCCCAGACGC
ATGTAGAGCCGCGTATAACTGGAAGATGGCCGGTGA
CCCCAGATATGAAGAGTCCCTACACAATCCATACCCC
GACTACCACTGGCTTCGAACTGTAAGAACCACCAAAG
AGTCCCTCATTATCATATCCCCAAGTGTGACAGATTT
GGACCCATATGACAAATCCCTTCACTCAAGGGTCTTC
CCTGGCGGAAAGTGCTCAGGAATAACGGTGTCCTCTA
CCTACTGCTCAACTAACCATGATTACACCATTTGGAT
GCCCGAGAATCCGAGACCAAGGACACCTTGTGACATT
TTTACCAATAGCAGAGGGAAGAGAGCATCCAACGGG
AACAAGACTTGCGGCTTTGTGGATGAAAGAGGCCTGT
ATAAGTCTCTAAAAGGAGCATGCAGGCTCAAGTTATG
TGGAGTTCTTGGACTTAGACTTATGGATGGAACATGG
GTCGCGATGCAAACATCAGATGAGACCAAATGGTGC
CCTCCAGATCAGTTGGTGAATTTGCACGACTTTCGCT
CAGACGAGATCGAGCATCTCGTTGTGGAGGAGTTAGT
TAAGAAAAGAGAGGAATGTCTGGATGCATTAGAGTC
CATCATGACCACCAAGTCAGTAAGTTTCAGACGTCTC
AGTCACCTGAGAAAACTTGTCCCAGGGTTTGGAAAAG
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

CATATACCATATTCAACAAAACCTTGATGGAGGCTGA
TGCTCACTACAAGTCAGTCCGGACCTGGAATGAGATC
ATCCCCTCAAAAGGGTGTTTGAAAGTTGGAGGAAGGT
GCCATCCTCATGTGAACGGGGTGTTTTTCAATGGTAT
AATATTAGGGCCTGACGACCATGTCCTAATCCCAGAG
ATGCAATCATCCCTCCTCCAGCAACATATGGAGTTGT
TGGAATCTTCAGTTATCCCCCTGATGCACCCCCTGGC
AGACCCTTCTACAGTTTTCAAAGAAGGTGATGAGGCT
GAGGATTTTGTTGAAGTTCACCTCCCCGATGTGTACA
AACAGATCTCAGGGGTTGACCTGGGTCTCCCGAACTG
GGGAAAGTATGTATTGATGACTGCAGGGGCCATGATT
GGCCTGGTGTTGATATTTTCCCTAATGACATGGTGCA
GAGTTGGTATCCATCTTTGCATTAAATTAAAGCACAC
CAAGAAAAGACAGATTTATACAGACATAGAGATGAA
CCGACTTGGAAAGTAA
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

45

Envelope; LCMV

ATGGGTCAGATTGTGACAATGTTTGAGGCTCTGCCTC
ACATCATCGATGAGGTGATCAACATTGTCATTATTGT
GCTTATCGTGATCACGGGTATCAAGGCTGTCTACAAT
TTTGCCACCTGTGGGATATTCGCATTGATCAGTTTCCT
ACTTCTGGCTGGCAGGTCCTGTGGCATGTACGGTCTT
AAGGGACCCGACATTTACAAAGGAGTTTACCAATTTA
AGTCAGTGGAGTTTGATATGTCACATCTGAACCTGAC
CATGCCCAACGCATGTTCAGCCAACAACTCCCACCAT
TACATCAGTATGGGGACTTCTGGACTAGAATTGACCT
TCACCAATGATTCCATCATCAGTCACAACTTTTGCAA
TCTGACCTCTGCCTTCAACAAAAAGACCTTTGACCAC
ACACTCATGAGTATAGTTTCGAGCCTACACCTCAGTA
TCAGAGGGAACTCCAACTATAAGGCAGTATCCTGCGA
CTTCAACAATGGCATAACCATCCAATACAACTTGACA
TTCTCAGATCGACAAAGTGCTCAGAGCCAGTGTAGAA
CCTTCAGAGGTAGAGTCCTAGATATGTTTAGAACTGC
CTTCGGGGGGAAATACATGAGGAGTGGCTGGGGCTG
GACAGGCTCAGATGGCAAGACCACCTGGTGTAGCCA
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

GACGAGTTACCAATACCTGATTATACAAAATAGAACC
TGGGAAAACCACTGCACATATGCAGGTCCTTTTGGGA
TGTCCAGGATTCTCCTTTCCCAAGAGAAGACTAAGTT
CTTCACTAGGAGACTAGCGGGCACATTCACCTGGACT
TTGTCAGACTCTTCAGGGGTGGAGAATCCAGGTGGTT
ATTGCCTGACCAAATGGATGATTCTTGCTGCAGAGCT
TAAGTGTTTCGGGAACACAGCAGTTGCGAAATGCAAT
GTAAATCATGATGCCGAATTCTGTGACATGCTGCGAC
TAATTGACTACAACAAGGCTGCTTTGAGTAAGTTCAA
AGAGGACGTAGAATCTGCCTTGCACTTATTCAAAACA
ACAGTGAATTCTTTGATTTCAGATCAACTACTGATGA
GGAACCACTTGAGAGATCTGATGGGGGTGCCATATTG
CAATTACTCAAAGTTTTGGTACCTAGAACATGCAAAG
ACCGGCGAAACTAGTGTCCCCAAGTGCTGGCTTGTCA
CCAATGGTTCTTACTTAAATGAGACCCACTTCAGTGA
TCAAATCGAACAGGAAGCCGATAACATGATTACAGA
GATGTTGAGGAAGGATTACATAAAGAGGCAGGGGAG
TACCCCCCTAGCATTGATGGACCTTCTGATGTTTTCCA
CATCTGCATATCTAGTCAGCATCTTCCTGCACCTTGTC
AAAATACCAACACACAGGCACATAAAAGGTGGCTCA
TGTCCAAAGCCACACCGATTAACCAACAAAGGAATTT
GTAGTTGTGGTGCATTTAAGGTGCCTGGTGTAAAAAC
CGTCTGGAAAAGACGCTGA
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

46

Envelope; FPV

ATGAACACTCAAATCCTGGTTTTCGCCCTTGTGGCAG
TCATCCCCACAAATGCAGACAAAATTTGTCTTGGACA
TCATGCTGTATCAAATGGCACCAAAGTAAACACACTC
ACTGAGAGAGGAGTAGAAGTTGTCAATGCAACGGAA
ACAGTGGAGCGGACAAACATCCCCAAAATTTGCTCA
AAAGGGAAAAGAACCACTGATCTTGGCCAATGCGGA
CTGTTAGGGACCATTACCGGACCACCTCAATGCGACC
AATTTCTAGAATTTTCAGCTGATCTAATAATCGAGAG
ACGAGAAGGAAATGATGTTTGTTACCCGGGGAAGTTT
GTTAATGAAGAGGCATTGCGACAAATCCTCAGAGGA
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

TCAGGTGGGATTGACAAAGAAACAATGGGATTCACA
TATAGTGGAATAAGGACCAACGGAACAACTAGTGCA
TGTAGAAGATCAGGGTCTTCATTCTATGCAGAAATGG
AGTGGCTCCTGTCAAATACAGACAATGCTGCTTTCCC
ACAAATGACAAAATCATACAAAAACACAAGGAGAGA
ATCAGCTCTGATAGTCTGGGGAATCCACCATTCAGGA
TCAACCACCGAACAGACCAAACTATATGGGAGTGGA
AATAAACTGATAACAGTCGGGAGTTCCAAATATCATC
AATCTTTTGTGCCGAGTCCAGGAACACGACCGCAGAT
AAATGGCCAGTCCGGACGGATTGATTTITCATTGGTTG
ATCTTGGATCCCAATGATACAGTTACTTTTAGTTTCAA
TGGGGCTTTCATAGCTCCAAATCGTGCCAGCTTCTTG
AGGGGAAAGTCCATGGGGATCCAGAGCGATGTGCAG
GTTGATGCCAATTGCGAAGGGGAATGCTACCACAGTG
GAGGGACTATAACAAGCAGATTGCCTTTTCAAAACAT
CAATAGCAGAGCAGTTGGCAAATGCCCAAGATATGT
AAAACAGGAAAGTTTATTATTGGCAACTGGGATGAA
GAACGTTCCCGAACCTTCCAAAAAAAGGAAAAAAAG
AGGCCTGTTTGGCGCTATAGCAGGGTTTATTGAAAAT
GGTTGGGAAGGTCTGGTCGACGGGTGGTACGGTTTCA
GGCATCAGAATGCACAAGGAGAAGGAACTGCAGCAG
ACTACAAAAGCACCCAATCGGCAATTGATCAGATAA
CCGGAAAGTTAAATAGACTCATTGAGAAAACCAACC
AGCAATTTGAGCTAATAGATAATGAATTCACTGAGGT
GGAAAAGCAGATTGGCAATTTAATTAACTGGACCAA
AGACTCCATCACAGAAGTATGGTCTTACAATGCTGAA
CTTCTTGTGGCAATGGAAAACCAGCACACTATTGATT
TGGCTGATTCAGAGATGAACAAGCTGTATGAGCGAGT
GAGGAAACAATTAAGGGAAAATGCTGAAGAGGATGG
CACTGGTTGCTTTGAAATTTTTCATAAATGTGACGAT
GATTGTATGGCTAGTATAAGGAACAATACTTATGATC
ACAGCAAATACAGAGAAGAAGCGATGCAAAATAGAA
TACAAATTGACCCAGTCAAATTGAGTAGTGGCTACAA
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

AGATGTGATACTTTGGTTTAGCTTCGGGGCATCATGC
TTTTTGCTTCTTGCCATTGCAATGGGCCTTGTTTTCAT
ATGTGTGAAGAACGGAAACATGCGGTGCACTATTTGT
ATATAA

73




10

15

20

25

30

35

40

45

50

55

EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

47

Envelope; RRV

AGTGTAACAGAGCACTTTAATGTGTATAAGGCTACTA
GACCATACCTAGCACATTGCGCCGATTGCGGGGACGG
GTACTTCTGCTATAGCCCAGTTGCTATCGAGGAGATC
CGAGATGAGGCGTCTGATGGCATGCTTAAGATCCAAG
TCTCCGCCCAAATAGGTCTGGACAAGGCAGGCACCCA
CGCCCACACGAAGCTCCGATATATGGCTGGTCATGAT
GTTCAGGAATCTAAGAGAGATTCCTTGAGGGTGTACA
CGTCCGCAGCGTGCTCCATACATGGGACGATGGGACA
CTTCATCGTCGCACACTGTCCACCAGGCGACTACCTC
AAGGTTTCGTTCGAGGACGCAGATTCGCACGTGAAGG
CATGTAAGGTCCAATACAAGCACAATCCATTGCCGGT
GGGTAGAGAGAAGTTCGTGGTTAGACCACACTTTGGC
GTAGAGCTGCCATGCACCTCATACCAGCTGACAACGG
CTCCCACCGACGAGGAGATTGACATGCATACACCGCC
AGATATACCGGATCGCACCCTGCTATCACAGACGGCG
GGCAACGTCAAAATAACAGCAGGCGGCAGGACTATC
AGGTACAACTGTACCTGCGGCCGTGACAACGTAGGC
ACTACCAGTACTGACAAGACCATCAACACATGCAAG
ATTGACCAATGCCATGCTGCCGTCACCAGCCATGACA
AATGGCAATTTACCTCTCCATTTGTTCCCAGGGCTGAT
CAGACAGCTAGGAAAGGCAAGGTACACGTTCCGTTC
CCTCTGACTAACGTCACCTGCCGAGTGCCGTTGGCTC
GAGCGCCGGATGCCACCTATGGTAAGAAGGAGGTGA
CCCTGAGATTACACCCAGATCATCCGACGCTCTTCTC
CTATAGGAGTTTAGGAGCCGAACCGCACCCGTACGA
GGAATGGGTTGACAAGTTCTCTGAGCGCATCATCCCA
GTGACGGAAGAAGGGATTGAGTACCAGTGGGGCAAC
AACCCGCCGGTCTGCCTGTGGGCGCAACTGACGACCG
AGGGCAAACCCCATGGCTGGCCACATGAAATCATTCA
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

GTACTATTATGGACTATACCCCGCCGCCACTATTGCC
GCAGTATCCGGGGCGAGTCTGATGGCCCTCCTAACTC
TGGCGGCCACATGCTGCATGCTGGCCACCGCGAGGA
GAAAGTGCCTAACACCGTACGCCCTGACGCCAGGAG
CGGTGGTACCGTTGACACTGGGGCTGCTTTGCTGCGC
ACCGAGGGCGAATGCA
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

48

Envelope; Ebola

ATGGGTGTTACAGGAATATTGCAGTTACCTCGTGATC
GATTCAAGAGGACATCATTCTTTCTTTGGGTAATTATC
CTTTTCCAAAGAACATTTTCCATCCCACTTGGAGTCAT
CCACAATAGCACATTACAGGTTAGTGATGTCGACAAA
CTGGTTTGCCGTGACAAACTGTCATCCACAAATCAAT
TGAGATCAGTTGGACTGAATCTCGAAGGGAATGGAG
TGGCAACTGACGTGCCATCTGCAACTAAAAGATGGG
GCTTCAGGTCCGGTGTCCCACCAAAGGTGGTCAATTA
TGAAGCTGGTGAATGGGCTGAAAACTGCTACAATCTT
GAAATCAAAAAACCTGACGGGAGTGAGTGTCTACCA
GCAGCGCCAGACGGGATTCGGGGCTTCCCCCGGTGCC
GGTATGTGCACAAAGTATCAGGAACGGGACCGTGTG
CCGGAGACTTTGCCTTCCACAAAGAGGGTGCTTTCTT
CCTGTATGACCGACTTGCTTCCACAGTTATCTACCGA
GGAACGACTTTCGCTGAAGGTGTCGTTGCATTTCTGA
TACTGCCCCAAGCTAAGAAGGACTTCTTCAGCTCACA
CCCCTTGAGAGAGCCGGTCAATGCAACGGAGGACCC
GTCTAGTGGCTACTATTCTACCACAATTAGATATCAA
GCTACCGGTTTTGGAACCAATGAGACAGAGTATTTGT
TCGAGGTTGACAATTTGACCTACGTCCAACTTGAATC
AAGATTCACACCACAGTTTCTGCTCCAGCTGAATGAG
ACAATATATACAAGTGGGAAAAGGAGCAATACCACG
GGAAAACTAATTTGGAAGGTCAACCCCGAAATTGAT
ACAACAATCGGGGAGTGGGCCTTCTGGGAAACTAAA
AAAACCTCACTAGAAAAATTCGCAGTGAAGAGTTGTC
TTTCACAGCTGTATCAAACAGAGCCAAAAACATCAGT
GGTCAGAGTCCGGCGCGAACTTCTTCCGACCCAGGGA
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

CCAACACAACAACTGAAGACCACAAAATCATGGCTT
CAGAAAATTCCTCTGCAATGGTTCAAGTGCACAGTCA
AGGAAGGGAAGCTGCAGTGTCGCATCTGACAACCCTT
GCCACAATCTCCACGAGTCCTCAACCCCCCACAACCA
AACCAGGTCCGGACAACAGCACCCACAATACACCCG
TGTATAAACTTGACATCTCTGAGGCAACTCAAGTTGA
ACAACATCACCGCAGAACAGACAACGACAGCACAGC
CTCCGACACTCCCCCCGCCACGACCGCAGCCGGACCC
CTAAAAGCAGAGAACACCAACACGAGCAAGGGTACC
GACCTCCTGGACCCCGCCACCACAACAAGTCCCCAAA
ACCACAGCGAGACCGCTGGCAACAACAACACTCATC
ACCAAGATACCGGAGAAGAGAGTGCCAGCAGCGGGA
AGCTAGGCTTAATTACCAATACTATTGCTGGAGTCGC
AGGACTGATCACAGGCGGGAGGAGAGCTCGAAGAGA
AGCAATTGTCAATGCTCAACCCAAATGCAACCCTAAT
TTACATTACTGGACTACTCAGGATGAAGGTGCTGCAA
TCGGACTGGCCTGGATACCATATTTCGGGCCAGCAGC
CGAGGGAATTTACATAGAGGGGCTGATGCACAATCA
AGATGGTTTAATCTGTGGGTTGAGACAGCTGGCCAAC
GAGACGACTCAAGCTCTTCAACTGTTCCTGAGAGCCA
CAACCGAGCTACGCACCTTTTCAATCCTCAACCGTAA
GGCAATTGATTTCTTGCTGCAGCGATGGGGCGGCACA
TGCCACATTTTGGGACCGGACTGCTGTATCGAACCAC
ATGATTGGACCAAGAACATAACAGACAAAATTGATC
AGATTATTCATGATTTTGTTGATAAAACCCTTCCGGA
CCAGGGGGACAATGACAATTGGTGGACAGGATGGAG
ACAATGGATACCGGCAGGTATTGGAGTTACAGGCGTT
ATAATTGCAGTTATCGCTTTATTCTGTATATGCAAATT
TGTCTTTTAG

49

FDPS target
sequence #1

GTCCTGGAGTACAATGCCATT
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

50

FDPS target
sequence #2

GCAGGATTTCGTTCAGCACTT

51

FDPS target
sequence #3

GCCATGTACATGGCAGGAATT

52

FDPS target
sequence #4

GCAGAAGGAGGCTGAGAAAGT

53

miR30 FDPS
sequence #1

AAGGTATATTGCTGTTGACAGTGAGCGACACTTTCTC
AGCCTCCTTCTGCGTGAAGCCACAGATGGCAGAAGG
AGGCTGAGAAAGTGCTGCCTACTGCCTCGGACTTCAA
GGGGCT

54

miR30 FDPS
sequence #2

AAGGTATATTGCTGTTGACAGTGAGCGACACTTTCTC
AGCCTCCTTCTGCGTGAAGCCACAGATGGCAGAAGG
GCTGAGAAAGTGCTGCCTACTGCCTCGGACTTCAAGG
GGCT

55

miR30 FDPS
sequence #3

TGCTGTTGACAGTGAGCGACTTTCTCAGCCTCCTTCTG
CGTGAAGCCACAGATGGCAGAAGGAGGCTGAGAAAG
TTGCCTACTGCCTCGGA

56

miR155 FDPS
sequence #1

CCTGGAGGCTTGCTGAAGGCTGTATGCTGACTTTCTC
AGCCTCCTTCTGCTTTTGGCCACTGACTGAGCAGAAG
GGCTGAGAAAGTCAGGACACAAGGCCTGTTACTAGC
ACTCA

57

miR21 FDPS
sequence #1

CATCTCCATGGCTGTACCACCTTGTCGGGACTTTCTCA
GCCTCCTTCTGCCTGTTGAATCTCATGGCAGAAGGAG
GCGAGAAAGTCTGACATTTTGGTATCTTTCATCTGAC
CA

58

miR185 FDPS
sequence #1

GGGCCTGGCTCGAGCAGGGGGCGAGGGATACTTTCTC
AGCCTCCTTCTGCTGGTCCCCTCCCCGCAGAAGGAGG
CTGAGAAAGTCCTTCCCTCCCAATGACCGCGTCTTCG

TCG
59 Forward primer AGGAATTGATGGCGAGAAGG
60 Reverse primer CCCAAAGAGGTCAAGGTAATCA
61 Forward primer AGCGCGGCTACAGCTTCA
62 Reverse primer GGCGACGTAGCACAGCTTCT
63 Forward primer CACTGTCGTCATTCCATGCT
64 Reverse primer GCCTCTTGACATTCTCCTC
65 Reverse primer AAAGTCAGTGGGGACAGTGG
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EP 3 426 777 B1

(continued)

SEQ
ID
NO:

Description

Sequence

66

miR155 CD47 target
sequence #2

CCTGGAGGCTTGCTGAAGGCTGTATGCTGTTAGCTCG
ATGATCGTTTCACGTTTTGGCCACTGACTGACGTGAA
ACGCATCGAGCTAACAGGACACAAGGCCTGTTACTA
GCACTCA

67

miR155 CD47 target
sequence #3

CCTGGAGGCTTGCTGAAGGCTGTATGCTGAAGAATGG
CTCCAACAATGACGTTTTGGCCACTGACTGACGTCAT
TGTGAGCCATTCTTCAGGACACAAGGCCTGTTACTAG
CACTCA

68

miR155 CD47 target
sequence #4

CCTGGAGGCTTGCTGAAGGCTGTATGCTGTATACACG
CCGCAATACAGAGGTTTTGGCCACTGACTGACCTCTG
TATCGGCGTGTATACAGGACACAAGGCCTGTTACTAG
CACTCA

69

Forward primer

GGACTATCCTGCTGCCAA

70

miR155 cMyc
sequence

CCTGGAGGCTTGCTGAAGGCTGTATGCTGTGTTCGCC
TCTTGACATTCTCTTTTGGCCACTGACTGAGAGAATGT
AGAGGCGAACACAGGACACAAGGCCTGTTACTAGCA
CTCA

71

cMyc target sequence

GAGAATGTCAAGAGGCGAACA

72

CMV promoter
sequence

ATTATGCCCAGTACATGACCTTATGGGACTTTCCTACT
TGGCAGTACATCTACGTATTAGTCATCGCTATTACCA
TGGTGATGCGGTTTTGGCAGTACATCAATGGGCGTGG
ATAGCGGTTTGACTCACGGGGATTTCCAAGTCTCCAC
CCCATTGACGTCAATGGGAGTTTGTTTTGGCACCAAA
ATCAACGGGACTTTCCAAAATGTCGTAACAACTCCGC
CCCATTGACGCAAATGGGCGGTAGGCGTGTACGGTG

GGAGGTTTATATAAGCAGAGCTCGTTTAGTGAACCGT
CAGATCGCCTGGAGACGCCATCCACGCTGTTTT
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(continued)

SEQ
ID
NO:

Description

Sequence

73

GFP T2A Luciferase
sequence

ATGCCCGCCATGAAGATCGAGTGCCGCATCACCGGCA
CCCTGAACGGCGTGGAGTTCGAGCTGGTGGGCGGCG
GAGAGGGCACCCCCGAGCAGGGCCGCATGACCAACA
AGATGAAGAGCACCAAAGGCGCCCTGACCTTCAGCC
CCTACCTGCTGAGCCACGTGATGGGCTACGGCTTCTA
CCACTTCGGCACCTACCCCAGCGGCTACGAGAACCCC
TTCCTGCACGCCATCAACAACGGCGGCTACACCAACA
CCCGCATCGAGAAGTACGAGGACGGCGGCGTGCTGC
ACGTGAGCTTCAGCTACCGCTACGAGGCCGGCCGCGT
GATCGGCGACTTCAAGGTGGTGGGCACCGGCTTCCCC
GAGGACAGCGTGATCTTCACCGACAAGATCATCCGCA
GCAACGCCACCGTGGAGCACCTGCACCCCATGGGCG
ATAACGTGCTGGTGGGCAGCTTCGCCCGCACCTTCAG
CCTGCGCGACGGCGGCTACTACAGCTTCGTGGTGGAC
AGCCACATGCACTTCAAGAGCGCCATCCACCCCAGCA
TCCTGCAGAACGGGGGCCCCATGTTCGCCTTCCGCCG
CGTGGAGGAGCTGCACAGCAACACCGAGCTGGGCAT
CGTGGAGTACCAGCACGCCTTCAAGACCCCCATCGCC
TTCGCCAGATCTCGAGATATCAGCCATGGCTTCCCGC
CGGCGGTGGCGGCGCAGGATGATGGCACGCTGCCCA
TGTCTTGTGCCCAGGAGAGCGGGATGGACCGTCACCC
TGCAGCCTGTGCTTCTGCTAGGATCAATGTGACCGGT
GAGGGCAGAGGAAGTCTTCTAACATGCGGTGACGTG
GAGGAGAATCCCGGCCCTTCCGGTATGGAAGACGCC
AAAAACATAAAGAAAGGCCCGGCGCCATTCTATCCG
CTAGAGGATGGAACCGCTGGAGAGCAACTGCATAAG
GCTATGAAGAGATACGCCCTGGTTCCTGGAACAATTG
CTTTTACAGATGCACATATCGAGGTGAACATCACGTA
CGCGGAATACTTCGAAATGTCCGTTCGGTTGGCAGAA
GCTATGAAACGATATGGGCTGAATACAAATCACAGA
ATCGTCGTATGCAGTGAAAACTCTCTTCAATTCTTTAT
GCCGGTGTTGGGCGCGTTATTTATCGGAGTTGCAGTT
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(continued)

SEQ
ID
NO:

Description

Sequence

GCGCCCGCGAACGACATTTATAATGAACGTGAATTGC
TCAACAGTATGAACATTTCGCAGCCTACCGTAGTGTT
TGTTTCCAAAAAGGGGTTGCAAAAAATTTTGAACGTG
CAAAAAAAATTACCAATAATCCAGAAAATTATTATCA
TGGATTCTAAAACGGATTACCAGGGATTTCAGTCGAT
GTACACGTTCGTCACATCTCATCTACCTCCCGGTTTTA
ATGAATACGATTTTGTACCAGAGTCCTTTGATCGTGA
CAAAACAATTGCACTGATAATGAACTCCTCTGGATCT
ACTGGGTTACCTAAGGGTGTGGCCCTTCCGCATAGAA
CTGCCTGCGTCAGATTCTCGCATGCCAGAGATCCTAT
TTTTGGCAATCAAATCATTCCGGATACTGCGATTTTA
AGTGTTGTTCCATTCCATCACGGTTTTGGAATGTTTAC
TACACTCGGATATTTGATATGTGGATTTCGAGTCGTCT
TAATGTATAGATTTGAAGAAGAGCTGTTTTTACGATC
CCTTCAGGATTACAAAATTCAAAGTGCGTTGCTAGTA
CCAACCCTATTTTCATTCTTCGCCAAAAGCACTCTGAT
TGACAAATACGATTTATCTAATTTACACGAAATTGCT
TCTGGGGGCGCACCTCTTTCGAAAGAAGTCGGGGAA
GCGGTTGCAAAACGCTTCCATCTTCCAGGGATACGAC
AAGGATATGGGCTCACTGAGACTACATCAGCTATTCT
GATTACACCCGAGGGGGATGATAAACCGGGCGCGGT
CGGTAAAGTTGTTCCATTTTTTGAAGCGAAGGTTGTG
GATCTGGATACCGGGAAAACGCTGGGCGTTAATCAG
AGAGGCGAATTATGTGTCAGAGGACCTATGATTATGT
CCGGTTATGTAAACAATCCGGAAGCGACCAACGCCTT
GATTGACAAGGATGGATGGCTACATTCTGGAGACATA
GCTTACTGGGACGAAGACGAACACTTCTTCATAGTTG
ACCGCTTGAAGTCTTTAATTAAATACAAAGGATACCA
GGTGGCCCCCGCTGAATTGGAGTCGATATTGTTACAA
CACCCCAACATCTTCGACGCGGGCGTGGCAGGTCTTC
CCGACGATGACGCCGGTGAACTTCCCGCCGCCGTTGT
TGTTTTGGAGCACGGAAAGACGATGACGGAAAAAGA
GATCGTGGATTACGTCGCCAGTCAAGTAACAACCGCG
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(continued)

SEQ
ID
NO:

Description

Sequence

AAAAAGTTGCGCGGAGGAGTTGTGTTTGTGGACGAA

GTACCGAAAGGTCTTACCGGAAAACTCGACGCAAGA
AAAATCAGAGAGATCCTCATAAAGGCCAAGAAGGGC
GGAAAGTCCAAATTGTAA

74

Rous Sarcoma virus
(RSV) promoter

GTAGTCTTATGCAATACTCTTGTAGTCTTGCAACATG
GTAACGATGAGTTAGCAACATGCCTTACAAGGAGAG
AAAAAGCACCGTGCATGCCGATTGGTGGAAGTAAGG
TGGTACGATCGTGCCTTATTAGGAAGGCAACAGACGG
GTCTGACATGGATTGGACGAACCACTGAATTGCCGCA
TTGCAGAGATATTGTATTTAAGTGCCTAGCTCGATAC
AATAAACG

75

5’ Long terminal
repeat (LTR)

GGTCTCTCTGGTTAGACCAGATCTGAGCCTGGGAGCT
CTCTGGCTAACTAGGGAACCCACTGCTTAAGCCTCAA
TAAAGCTTGCCTTGAGTGCTTCAAGTAGTGTGTGCCC

GTCTGTTGTGTGACTCTGGTAACTAGAGATCCCTCAG

ACCCTTTTAGTCAGTGTGGAAAATCTCTAGCA

76

Psi Packaging signal

TACGCCAAAAATTTTGACTAGCGGAGGCTAGAAGGA
GAGAG

77

Revresponse element
(RRE)

AGGAGCTTTGTTCCTTGGGTTCTTGGGAGCAGCAGGA
AGCACTATGGGCGCAGCCTCAATGACGCTGACGGTAC
AGGCCAGACAATTATTGTCTGGTATAGTGCAGCAGCA
GAACAATTTGCTGAGGGCTATTGAGGCGCAACAGCAT
CTGTTGCAACTCACAGTCTGGGGCATCAAGCAGCTCC
AGGCAAGAATCCTGGCTGTGGAAAGATACCTAAAGG
ATCAACAGCTCC

78

Central polypurine
tract (cPPT)

TTTTAAAAGAAAAGGGGGGATTGGGGGGTACAGTGC
AGGGGAAAGAATAGTAGACATAATAGCAACAGACAT
ACAAACTAAAGAATTACAAAAACAAATTACAAAATT
CAAAATTTTA
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(continued)

SEQ
ID
NO:

Description

Sequence

79

Long WPRE
sequence

AATCAACCTCTGATTACAAAATTTGTGAAAGATTGAC
TGGTATTCTTAACTATGTTGCTCCTTTTACGCTATGTG
GATACGCTGCTTTAATGCCTTTGTATCATGCTATTGCT

TCCCGTATGGCTTTCATTTTCTCCTCCTTGTATAAATC
CTGGTTGCTGTCTCTTTATGAGGAGTTGTGGCCCGTTG

TCAGGCAACGTGGCGTGGTGTGCACTGTGTTTGCTGA
CGCAACCCCCACTGGTTGGGGCATTGCCACCACCTGT
CAGCTCCTTTCCGGGACTTTCGCTTTCCCCCTCCCTAT
TGCCACGGCGGAACTCATCGCCGCCTGCCTTGCCCGC
TGCTGGACAGGGGCTCGGCTGTTGGGCACTGACAATT
CCGTGGTGTTGTCGGGGAAATCATCGTCCTTTCCTTG
GCTGCTCGCCTGTGTTGCCACCTGGATTCTGCGCGGG
ACGTCCTTCTGCTACGTCCCTTCGGCCCTCAATCCAGC
GGACCTTCCTTCCCGCGGCCTGCTGCCGGCTCTGCGG
CCTCTTCCGCGTCTTCGCCTTCGCCCTCAGACGAGTCG
GATCTCCCTTTGGGCCGCCTCCCCGCCT

80

3 delta LTR

TGGAAGGGCTAATTCACTCCCAACGAAGATAAGATCT
GCTTTTTGCTTGTACTGGGTCTCTCTGGTTAGACCAGA
TCTGAGCCTGGGAGCTCTCTGGCTAACTAGGGAACCC
ACTGCTTAAGCCTCAATAAAGCTTGCCTTGAGTGCTT
CAAGTAGTGTGTGCCCGTCTGTTGTGTGACTCTGGTA
ACTAGAGATCCCTCAGACCCTTTTAGTCAGTGTGGAA
AATCTCTAGCAGTAGTAGTTCATGTCA
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(continued)

SEQ
ID
NO:

Description

Sequence

81

Envelope; MLV 10A1

ATGGAAGGTCCAGCGTTCTCAAAACCCCTTAAAGATA
AGATTAACCCGTGGAAGTCCTTAATGGTCATGGGGGT
CTATTTAAGAGTAGGGATGGCAGAGAGCCCCCATCA
GGTCTTTAATGTAACCTGGAGAGTCACCAACCTGATG
ACTGGGCGTACCGCCAATGCCACCTCCCTTTTAGGAA
CTGTACAAGATGCCTTCCCAAGATTATATTTTGATCTA
TGTGATCTGGTCGGAGAAGAGTGGGACCCTTCAGACC
AGGAACCATATGTCGGGTATGGCTGCAAATACCCCGG
AGGGAGAAAGCGGACCCGGACTTTTGACTTTTACGTG
TGCCCTGGGCATACCGTAAAATCGGGGTGTGGGGGG
CCAAGAGAGGGCTACTGTGGTGAATGGGGTTGTGAA
ACCACCGGACAGGCTTACTGGAAGCCCACATCATCAT
GGGACCTAATCTCCCTTAAGCGCGGTAACACCCCCTG
GGACACGGGATGCTCCAAAATGGCTTGTGGCCCCTGC
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(continued)

SEQ
ID
NO:

Description

Sequence

TACGACCTCTCCAAAGTATCCAATTCCTTCCAAGGGG
CTACTCGAGGGGGCAGATGCAACCCTCTAGTCCTAGA
ATTCACTGATGCAGGAAAAAAGGCTAATTGGGACGG
GCCCAAATCGTGGGGACTGAGACTGTACCGGACAGG
AACAGATCCTATTACCATGTTCTCCCTGACCCGCCAG
GTCCTCAATATAGGGCCCCGCATCCCCATTGGGCCTA
ATCCCGTGATCACTGGTCAACTACCCCCCTCCCGACC
CGTGCAGATCAGGCTCCCCAGGCCTCCTCAGCCTCCT
CCTACAGGCGCAGCCTCTATAGTCCCTGAGACTGCCC
CACCTTCTCAACAACCTGGGACGGGAGACAGGCTGCT
AAACCTGGTAGAAGGAGCCTATCAGGCGCTTAACCTC
ACCAATCCCGACAAGACCCAAGAATGTTGGCTGTGCT
TAGTGTCGGGACCTCCTTATTACGAAGGAGTAGCGGT
CGTGGGCACTTATACCAATCATTCTACCGCCCCGGCC
AGCTGTACGGCCACTTCCCAACATAAGCTTACCCTAT
CTGAAGTGACAGGACAGGGCCTATGCATGGGAGCAC
TACCTAAAACTCACCAGGCCTTATGTAACACCACCCA
AAGTGCCGGCTCAGGATCCTACTACCTTGCAGCACCC
GCTGGAACAATGTGGGCTTGTAGCACTGGATTGACTC
CCTGCTTGTCCACCACGATGCTCAATCTAACCACAGA
CTATTGTGTATTAGTTGAGCTCTGGCCCAGAATAATIT
ACCACTCCCCCGATTATATGTATGGTCAGCTTGAACA
GCGTACCAAATATAAGAGGGAGCCAGTATCGTTGAC
CCTGGCCCTTCTGCTAGGAGGATTAACCATGGGAGGG
ATTGCAGCTGGAATAGGGACGGGGACCACTGCCCTA
ATCAAAACCCAGCAGTTTGAGCAGCTTCACGCCGCTA
TCCAGACAGACCTCAACGAAGTCGAAAAATCAATTA
CCAACCTAGAAAAGTCACTGACCTCGTTGTCTGAAGT
AGTCCTACAGAACCGAAGAGGCCTAGATTTGCTCTTC
CTAAAAGAGGGAGGTCTCTGCGCAGCCCTAAAAGAA
GAATGTTGTTTTTATGCAGACCACACGGGACTAGTGA
GAGACAGCATGGCCAAACTAAGGGAAAGGCTTAATC
AGAGACAAAAACTATTTGAGTCAGGCCAAGGTTGGTIT
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(continued)

SEQ Description Sequence
ID
NO:

CGAAGGGCAGTTTAATAGATCCCCCTGGTTTACCACC

TTAATCTCCACCATCATGGGACCTCTAATAGTACTCTT
ACTGATCTTACTCTTTGGACCCTGCATTCTCAATCGAT
TGGTCCAATTTGTTAAAGACAGGATCTCAGTGGTCCA

GGCTCTGGTTTTGACTCAACAATATCACCAGCTAAAA

CCTATAGAGTACGAGCCATGA

82 g;ﬁigﬁ7m@m CCTGGAGGCTTGCTGAAGGCTGTATGCTGTTATCCAT

CTTCAAAGAGGCAGTTTTGGCCACTGACTGACTGCCT
CTTAAGATGGATAACAGGACACAAGGCCTGTTACTAG
CACTCA

83 | miR21 cMyc CATCTCCATGGCTGTACCACCTTGTCGGGTGTTCGCCT
sequence

CTTGACATTCTCCTGTTGAATCTCATGGAGAATGTCA
AGGGCGAACACTGACATTTTGGTATCTTTCATCTGAC

CA

[0179] While certain of the preferred embodiments of the present invention have been described and specifically
exemplified above, it is not intended that the invention be limited to such embodiments.

Claims

1. A viral vector comprising a therapeutic cargo portion, wherein the therapeutic cargo portion comprises a first small
RNA sequence that is capable of binding to at least one pre-determined complementary mRNA sequence, wherein
the at least one complementary mRNA sequence comprises a farnesyl diphosphate synthase (FDPS) mRNA se-
quence, and wherein the first small RNA sequence is capable of inhibiting expression of FDPS; and
a second small RNA sequence that is capable of binding to a second pre-determined complementary mRNA se-
quence, wherein the second pre-determined complementary mRNA sequence comprises a CD47 mRNA sequence
or a cMyc mRNA sequence, and wherein the second small RNA sequence is capable of inhibiting expression of
CDA47 or cMyc.

2. The viral vector of claim 1, wherein the first small RNA sequence is under the control of a first promoter, and the
second small RNA sequence is under the control of a second promoter.

3. Theviral vector of claim 1, wherein the therapeutic cargo portion further comprises a third small RNA sequence that
is capable of binding to a third pre-determined complementary mRNA sequence, wherein the third pre-determined
complementary mRNA sequence comprises a CD47 mRNA sequence or a cMyc mRNA sequence, and wherein
the third small RNA sequence is capable of inhibiting expression of CD47 or cMyc.

4. The viral vector of claim 3, wherein the third small RNA sequence is under the control of a third promoter.

5. The viral vector of claim 3, wherein the small RNA sequences are under the control of a single promoter.

6. The viral vector of claim 1, wherein the first small RNA sequence comprises a miRNA or a shRNA.
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The viral vector of claim 1, wherein the first small RNA sequence comprises a sequence having at least 80%, or at
least 85%, or at least 90%, or at least 95%, or 100 percent identity with a FDPS small RNA sequence of SEQ ID
NO: 1, 2, 3, or 4.

The viral vector of claim 1, wherein the second small RNA sequence comprises a sequence having at least 80%,
or at least 85%, or at least 90%, or at least 95%, or 100 percent identity with:

a CD47 small RNA sequence of SEQ ID NO: 5, 6, 7, 8, or 9; or
a cMyc small RNA sequence of SEQ ID NO: 10, 11, 12, 13, or 14.

The viral vector of claim 3, wherein the third small RNA sequence comprises a sequence having at least 80%, or
at least 85%, or at least 90%, or at least 95%, or 100 percent identity with a CD47 small RNA sequence of SEQ ID
NOs: 5, 6, 7, 8, or 9 or a cMyc small RNA sequence of SEQ ID NOs: 10, 11, 12, 13, or 14.

The viral vector of any one of claims 1-9, wherein the viral vector is a lentiviral vector.

A lentiviral particle capable of infecting a target cell, the lentiviral particle comprising:

a. an envelope protein optimized for infecting the target cell; and
b. the viral vector according to any one of claims 1-10.

A composition comprising:

a. the lentiviral particle according to claim 11; and
b. an aminobisphosphonate drug.

The composition of claim 12, wherein the aminobisphosphonate drug is zoledronic acid.

The composition of claim 12 or 13 for use in treating cancer.

Patentanspriiche

1.

Viraler Vektor, der einen therapeutischen Frachtabschnitt umfasst, wobei der therapeutische Frachtabschnitt Fol-
gendes umfasst: eine erste kleine RNA-Sequenz, die in der Lage ist, an mindestens eine vorbestimmte komple-
mentdre mRNA-Sequenz zu binden, wobei die mindestens eine komplementare mRNA-Sequenz eine Famesyldi-
phosphat-Synthase- (FDPS) mRNA-Sequenz umfasst und wobei die erste kleine RNA-Sequenz in der Lage ist, die
Expression von FDPS zu hemmen; und

eine zweite kleine RNA-Sequenz, die in der Lage ist, an eine zweite vorbestimmte komplementare mRNA-Sequenz
zu binden, wobei die zweite vorbestimmte komplementare mRNA-Sequenz eine CD47 mRNA-Sequenz oder eine
cMyc mRNA-Sequenz umfasst, und wobei die zweite kleine RNA-Sequenz in der Lage ist, die Expression von CD47
oder cMyc zu hemmen.

Viraler Vektor nach Anspruch 1, wobei die erste kleine RNA-Sequenz unter der Kontrolle eines ersten Promotors
steht, und die zweite kleine RNA-Sequenz unter der Kontrolle eines zweiten Promotors steht.

Viraler Vektor nach Anspruch 1, wobei der therapeutische Frachtabschnitt ferner eine dritte kleine RNA-Sequenz
umfasst, die in der Lage ist, an eine dritte vorbestimmte komplementare mRNA-Sequenz zu binden, wobei die dritte
vorbestimmte komplementare mRNA-Sequenz eine CD47 mRNA-Sequenz oder eine cMyc mRNA-Sequenz um-
fasst, und wobei die dritte kleine RNA-Sequenz in der Lage ist, die Expression von CD47 oder cMyc zu hemmen.

Viraler Vektor nach Anspruch 3, wobei die dritte kleine RNA-Sequenz unter der Kontrolle eines dritten Promotors
steht.

Viraler Vektor nach Anspruch 3, wobei die kleinen RNA-Sequenzen unter der Kontrolle eines einzigen Promotors
stehen.

Viraler Vektor nach Anspruch 1, wobei die erste kleine RNA-Sequenz eine miRNA oder shRNA umfasst.
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Viraler Vektor nach Anspruch 1, wobei die erste kleine RNA-Sequenz eine Sequenz mit mindestens 80 % oder
mindestens 85 % oder mindestens 90 % oder mindestens 95 % oder 100 % Identitat mit einer kleinen FDPS-RNA-

Sequenz der SEQ ID NO: 1, 2, 3 oder 4 umfasst.

Viraler Vektor nach Anspruch 1, wobei die zweite kleine RNA-Sequenz eine Sequenz mit mindestens 80 % oder
mindestens 85 % oder mindestens 90 % oder mindestens 95 % oder 100 % ldentitat mit Folgendem umfasst:

einer kleinen CD47-RNA Sequenz der SEQ ID NO: 5, 6, 7, 8 oder 9; oder
einer kleinen cMyc-RNA-Sequenz der SEQ ID NO: 10, 11, 12, 13 oder 14.

Viraler Vektor nach Anspruch 3, wobei die dritte kleine RNA-Sequenz eine Sequenz mit mindestens 80 % oder
mindestens 85 % oder mindestens 90 % oder mindestens 95 % oder 100 % ldentitat mit einer kleinen CD47-RNA-
Sequenz der SEQ ID NOs: 5, 6, 7, 8 oder 9 oder einer kleinen cMyc-RNA-Sequenz der SEQ ID NOs: 10, 11, 12,
13 oder 14 umfasst.

Viraler Vektor nach einem der Anspriiche 1 bis 9, wobei der virale Vektor ein lentiviraler Vektor ist.

Lentivirales Partikel, das in der Lage ist, eine Zielzelle zu infizieren, wobei das lentivirale Partikel Folgendes umfasst:

a. ein Hullprotein, das fir die Infektion der Zielzelle optimiert ist; und
b. den viralen Vektor nach einem der Anspriiche 1 bis 10.

Zusammensetzung, die Folgendes umfasst:

a. das lentivirale Partikel nach Anspruch 11; und
b. ein Aminobisphosphonat-Medikament.

Zusammensetzung nach Anspruch 12, wobei das Aminobisphosphonat-Medikament Zoledronsaure ist.

Zusammensetzung nach Anspruch 12 oder 13 zur Verwendung bei der Behandlung von Krebs.

Revendications

Vecteur viral comprenant une partie de cargaison thérapeutique, dans lequel la partie de cargaison thérapeutique
comprend une premiére de séquence de petit ARN qui est capable de se lier a au moins une séquence dARNm
complémentaire prédéterminée, ou I'au moins une séquence dARNm complémentaire comprend une séquence
d’ARNm de farnésyle diphosphate synthase (FDPS), et dans lequel la premiére séquence de petit ARN est capable
d’inhiber I'expression de FDPS ; et

une deuxiéme séquence de petit ARN qui est capable de se lier a une deuxieme séquence d’ARNm complémentaire
prédéterminée, dans lequel la deuxiéme séquence d’ ARNm complémentaire prédéterminée comprend une séquen-
ce d’ARNm de CD47 ou une séquence dARNm de cMyc, et dans lequel la deuxiéme séquence de petit ARN est
capable d’inhiber I'expression de CD47 ou de cMyc.

Vecteur viral selon la revendication 1, dans lequel la premiére séquence de petit ARN est sous le contréle d’'un
premier promoteur, et la deuxiéme séquence de petit ARN est sous le contréle d’'un deuxiéme promoteur.

Vecteur viral selon la revendication 1, dans lequel la partie de cargaison thérapeutique comprend en outre une
troisieme séquence de petit ARN qui est capable de se lier a une troisieme séquence dARNm complémentaire
prédéterminée, danslequella troisieme séquence d’ARNm complémentaire prédéterminée comprend une séquence
d’ARNm de CD47 ou une séquence d’ARNm de cMyc, et dans lequel la troisieme séquence de petit ARN est capable
d’inhiber I'expression de CD47 ou de cMyc.

Vecteur viral selon la revendication 3, dans lequel la troisieme séquence de petit ARN est sous le contréle d’'un
troisieme promoteur.

Vecteur viral selon la revendication 3, dans lequel les séquences de petit ARN sont sous le contréle d’un seul
promoteur.

88



10

15

20

25

30

35

40

45

50

55

10.

1.

12.

13.

14.

EP 3 426 777 B1

Vecteur viral selon la revendication 1, dans lequel la premiére séquence de petit ARN comprend un miARN ou un
ARNSsh.

Vecteur viral selon la revendication 1, dans lequel la premiere séquence de petit ARN comprend une séquence
ayant au moins 80%, ou au moins 85%, ou au moins 90%, ou au moins 95%, ou 100 pour cent d’identité avec une

séquence de petit ARN de FDPS de SEQIDNO : 1, 2, 30u 4.

Vecteur viral selon la revendication 1, dans lequel la deuxiéme séquence de petit ARN comprend une séquence
ayant au moins 80%, ou au moins 85%, ou au moins 90%, ou au moins 95%, ou 100 pour cent d’identité avec :

une séquence de petit ARN de CD47 de SEQID NO:5,6,7,80u9;o0u
une séquence de petit ARN de cMyc de SEQ ID NO : 10, 11, 12, 13 ou 14.

Vecteur viral selon la revendication 3, dans lequel la troisieme séquence de petit ARN comprend une séquence
ayant au moins 80%, ou au moins 85%, ou au moins 90%, ou au moins 95%, ou 100 pour cent d’identité avec une
séquence de petit ARN de CD47 de SEQ ID NO : 5, 6, 7, 8 ou 9 ou une séquence de petit ARN de cMyc de SEQ
IDNO: 10, 11, 12, 13 ou 14.

Vecteur viral selon 'une quelconque des revendications 1 a 9, dans lequel le vecteur viral est un vecteur lentiviral.

Particule lentivirale capable d’infecter une cellule cible, la particule lentivirale comprenant :

a. une protéine d’enveloppe optimisée pour infecter la cellule cible ; et
b. le vecteur viral selon 'une quelconque des revendications 1 a 10.

Composition comprenant :

a. la particule lentivirale selon la revendication 11 ; et
b. un médicament aminobisphosphonate.

Composition selon la revendication 12, dans laquelle le médicament aminobisphosphonate est I'acide zolédronique.

Composition selon la revendication 12 ou 13 pour une utilisation dans le traitement du cancer.
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